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Advances in the development of new 
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Abstract 

Alzheimer’s disease (AD) is a complex, heterogeneous, progressive disease and is the most common type of neuro-
degenerative dementia. The prevalence of AD is expected to increase as the population ages, placing an additional 
burden on national healthcare systems. There is a large need for new diagnostic tests that can detect AD at an early 
stage with high specificity at relatively low cost. The development of modern analytical diagnostic tools has made 
it possible to determine several biomarkers of AD with high specificity, including pathogenic proteins, markers of 
synaptic dysfunction, and markers of inflammation in the blood. There is a considerable potential in using microRNA 
(miRNA) as markers of AD, and diagnostic studies based on miRNA panels suggest that AD could potentially be deter-
mined with high accuracy for individual patients. Studies of the retina with improved methods of visualization of the 
fundus are also showing promising results for the potential diagnosis of the disease. This review focuses on the recent 
developments of blood, plasma, and ocular biomarkers for the diagnosis of AD.
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Introduction
Alzheimer’s disease (AD) is the most common neuro-
degenerative cause of dementia. Neurodegeneration 
(including atrophy and/or loss of neurons) is associated 
with toxic amyloid-beta oligomers and protein aggre-
gates, intra-neuronal neurofibrillary tangles consisting 
of hyperphosphorylated microtubule-associated protein 
Tau, regionally specific reduction of cerebral glucose 
metabolism, synaptic dysfunction, and mitochondrial 
dysfunction [1–3]. The development of AD goes through 
three stages: the pre-symptomatic stage, the prodromal 
stage of mild cognitive impairment (MCI), and the clini-
cal form of AD [4, 5]. AD accounts for 50%–70% of cases 
of common neurodegenerative dementia. It is estimated 

that about 44 million people worldwide are  living with 
dementia, and this number could triple by 2050 due to 
an aging population [6]. Healthcare spending to care for 
people with dementia is estimated at $305 billion in 2020 
[7]. The cost of AD for the US economy currently exceeds 
the cost of cancer or cardiovascular disease [8].

New methods to treat AD are being developed with 
variable success. A recent review suggests that there are 
about 28 agents in phase 3, 74 in phase 2, and 30 in phase 
1 clinical studies, but the failure rate due to lack of evi-
dence of effectiveness is high [9, 10]. Currently, there are 
no agents in clinical practice that could curtail the devel-
opment of the disease and only symptomatic treatment is 
available. One possible reason for the lack of effectiveness 
in trials is the advanced stage of the disease at the time 
of pharmacological intervention [11]. It is hypothesized 
that at a certain neuropathological threshold, treatment 
can no longer affect the development of the disease [12]. 
Therefore, there is an urgent need for biomarkers that 
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can identify patients with MCI and early stages of AD 
to achieve a robust effect from disease-modifying thera-
pies. Currently, AD can be identified in patients at the 
preclinical stage in vivo, for example, by the biological or 
molecular signature of the disease [13]. For instance, in 
patients with dominantly inherited AD, a change in the 
level of cerebrospinal fluid (CSF) amyloid beta (Aβ) was 
detected at 25  years and CSF-P-Tau at 10  years before 
the onset of symptoms [14]. Cumulative Tau and Aβ 
pathologies, followed by cellular dysfunction in brain, 
lead to neurodegeneration which occurs shortly before 
clinical manifestation of AD, i.e., the onset of cognitive 
impairment [15]. The precise determination of neuro-
degenerative changes is challenging, since such changes 
are observed in cognitively normal aging individuals [16]. 
Furthermore, Tau pathologies alone can trigger neurode-
generation and the progression of Tau pathologies corre-
lates with the severity of the cognitive impairment [17]. 
While Aβ and Tau pathologies have a well-documented 
impact on brain physiology in AD, their appearance and 
accumulation are a consequence of early impairment of 
immune functions and arising neuroinflammation [18]. 
There is epidemiological evidence linking AD and pre-
vious history of infection or diabetes, suggesting that 
inflammation can be a factor initiating AD pathology 
[19]. Indeed, Aβ which is normally cleared by microglia 
can induce an activation phenotype of microglia, lead-
ing to chemokine release and local inflammation [15, 
20]. The spread of inflammation in turn affects Aβ clear-
ance, and increases Tau phosphorylation and subsequent 
neurodegeneration [21]. Recently, a research framework 
regarding the diagnostic criteria has been articulated by 
the National Institute on Aging–Alzheimer’s Association 
[22]. This framework is intended for observational and 
interventional research and considers AD in a biological 
rather than a syndromal context with the use of an A/T/N 
classification system for AD biomarkers. In this system, 
"A" represents the concentration of Aβ biomarkers, "T" 
refers to the level of Tau biomarkers, and "N" reflects the 
biomarkers of neurodegeneration. This system allows the 
classification of AD markers according to the pathologi-
cal mechanism and determines their participation in the 
pathogenesis of AD [22]. It is noteworthy that while the 
ATN classification provides precise metrics for AD diag-
nosis, it could be strengthened by the inclusion of other 
biomarkers such as brain vascularity changes, Lewy body 
pathology markers and aforementioned neuroinflamma-
tion [23].

Identification of AD biomarkers is an increasingly rel-
evant area of research and many different approaches 
are being explored. One avenue is the feasibility of track-
ing the development of AD before the onset of symp-
toms, using plasma-based markers such as Aβ, Tau, and 

neurofilament light polypeptide (NFL). Monitoring of 
this group of markers could provide additional tools in 
clinical practice for the early diagnosis of AD and for 
the tracking of the effectiveness of AD therapies with 
Aβ-targeting drugs [24]. The potential use of Aβ and Tau 
as well as other proteins as biomarkers of the disease 
and the disease progression has been reviewed recently 
[25]. In addition to pathological proteins associated with 
AD, other promising groups of markers associated with 
neurodegeneration, inflammation, and lipid metabolism 
are also reviewed in this article. One of the interesting 
points in this work is the panel of potential biomarkers 
proposed by the authors as the most accurate and spe-
cific tool for diagnosing AD [25]. In parallel with pro-
tein markers, cell-free miRNAs can also be used for the 
diagnostics or monitoring of AD. In a recent systematic 
review, a network of 250 miRNAs associated with AD 
was cross-validated in the literature, which revealed a 
group of 10 miRNAs that could diagnose the disease 
20  years before the onset [26]. One of the important 
aspects of AD biomarker development is the invasive-
ness of the test. Current diagnostic methods based on 
positron emission tomography (PET) imaging and pro-
tein analysis in the CSF are highly invasive and relatively 
expensive. Therefore, large efforts are being made on the 
search for favourable and minimally invasive biomark-
ers of AD based on sources of blood, saliva, ocular fluids, 
and olfactory fluid [27].

The primary focus of this analysis is to summarize evi-
dence on three groups of markers that have the potential 
for use in clinical practice due to high specificity and sen-
sitivity for the diagnosis of AD, as well as minimal inva-
siveness. We focus on the role of these biomarkers in the 
development of AD and their relationship with various 
aspects of this heterogeneous disease. We also summa-
rize the existing problems and challenges in the search 
for biomarkers of AD and elucidate recommendations 
that could facilitate the development of new diagnostic 
tools.

General overview of the different types 
of biomarkers
The general classification of AD biomarkers considered 
in this review is illustrated in Fig. 1 and described below. 
We distinguish three major categories of biomarkers 
in AD: (1) diagnostic markers—PET imaging and CSF 
analysis for Aβ and Tau; (2) blood markers—protein and 
miRNA biomarkers analyzed in the whole blood, plasma 
or serum; and (3) ocular markers—the least invasive 
methods based on the identification of AD-associated 
changes in the retina. The present review is focused 
on blood and ocular biomarkers as novel approaches, 
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while biomarkers used in clinical diagnostics have been 
reviewed extensively elsewhere [28, 29].

(1)	Diagnostic markers

Today, imaging methods, including structural mag-
netic resonance imaging (MRI) for visualization of brain 
atrophy, 18F-2-fluoro-2-deoxy-D-glucose ([18F]FDG) PET 
for measurement of brain metabolism, amyloid-PET 
for quantification of insoluble Aβ deposits (plaques), 

Tau-PET [18F] flortaucipir for quantification of patho-
genic Tau and CSF biomarkers (CSF Aβ42 and Tau) are 
recognized as valid diagnostic tools [22, 30]. A large 
number of amyloid-PET studies report around 90% senis-
itivity and specificity to diagnose AD with only minor 
differences between the different available radioligands 
[31, 32]. Tau PET has also demonstrated a high selectiv-
ity to distinguish AD dementia from other neurodegen-
erative disorders and is superior in diagnostic accuracy 
compared to MRI markers [33]. Preclinical AD has been 

Fig. 1  Classification of AD biomarkers. AD pathogenic proteins include the markers of the "amyloid theory", amyloid-beta (Aβ)40 and Aβ42, as well 
as markers of AD-related metabolic disorders, P-Tau (phosphorylated) and T-Tau (total). Biomarkers obtained by lumbar puncture are cerebrospinal 
fluid (CSF) biomarkers, CSF Aβ1-42, CSF P-Tau, CSF T-Tau, and Neurogranin. Neurodegeneration markers include neurogranin and neurofilament 
light (NFL). The markers of inflammation include IL-1β and two soluble receptors sIL-1R1 and sIL-1R3, IL-8, SDF-1, intercellular adhesion molecule 
1 (ICAM1), vascular cell adhesion protein 1 (VCAM-1), progranulin, IL-33, and soluble interleukin 1 receptor-like (sST2). Many miRNAs are 
either up-regulated or down-regulated in studies on AD. The retina of the eye, as well as blood and plasma are being analyzed by a range of 
tools including single-molecular mass analysis (SIMOA), immunoprecipitation-mass spectrometry (IP-MS), immunomagnetic recovery (IMR), 
enzyme-linked immunosorbent assay (ELISA), and electrochemiluminescence immunoassays (ECL). Quantitative reverse transcription polymerase 
chain reaction (RT-qPCR) is used to identify miRNAs. The study of retinal degenerative changes, including ganglion cells and internal plexiform layers 
(GCIPL) and retinal nerve fiber layer (RNFL; p indicates peripapillary), is performed by optical coherence tomography (OCT) and spectral domain 
optical coherence tomography (SD-OCT)
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confirmed in asymptomatic patients at a risk of develop-
ing clinical AD, whose brain amyloidopathy revealed by 
PET may precede the onset of the prodromal stage or 
dementia stage by several years [34].

CSF Aβ1-42, hyperphosphorylated Tau peptide (P-Tau), 
and total Tau protein (T-Tau) have a high diagnostic 
accuracy exceeding 90%, especially when a combination 
of these CSF biomarkers is used for diagnosis [35]. In 
addition, CSF markers can reveal changes that precede 
PET abnormalities, which is relevant for early detection 
[36]. However, the use of PET and CSF sampling is lim-
ited due to the high cost and invasiveness, respectively. 
Currently, most patients who undergo amyloid-PET 
imaging do so as part of their participation in a clini-
cal trial [37]. Some patients experience CSF sampling as 
painful since it requires a lumbar puncture, and it often 
takes weeks to get results due to the lack of laboratory 
facilities that perform fluid analysis. However, the cost 
of CSF analysis is lower than that of amyloid PET scan-
ning [31]. The high cost of PET and the invasiveness of 
CSF sampling are major obstacles to their population 
screening use to detect potentially manageable pre-clin-
ical AD [38]. Based on this, there is a need for modern, 
reliable, low-cost, selective, and less invasive methods for 
diagnosing AD and distinguishing AD from other neu-
rodegenerative diseases, such as MCI, or mixed forms 
of dementia, such as vascular dementia, frontotemporal 
dementia and Lewy body dementia (LBD). It should be 
mentioned that the spread of co-occurring pathologies 
significantly complicates the diagnosis of AD, and detec-
tion of mixed pathologies is still difficult and might lead 
to misdiagnosis [39, 40]. It is possible to accurately sep-
arate AD from other neurodegenerative diseases only if 
biomarkers for non-AD-related diseases are developed in 
parallel to the development of AD biomarkers.

(2)	Blood and fluid biomarkers

Blood-based and fluid biomarkers, especially measure-
ment of Tau in plasma, are emerging. Blood-based bio-
markers have an advantage of compatibility with primary 
health care use since the blood sampling can be easily 
performed and does not require complex training. The 
measurement of blood-based biomarkers could also be an 
ideal first step in a multi-step diagnostic process. Primary 
health care facilities could conduct screening to iden-
tify patients who may require an additional evaluation 
by specialists, including CSF diagnostic analysis, MRI, 
or amyloid PET diagnostics [41]. However, to achieve 
wide-spread use in primary healh care, it is necessary to 
reduce the excessive variability in plasma biomarkers. As 
another potential group of blood-based biomarkers, miR-
NAs have been identified in plasma, serum, and CSF [42] 

as markers of diseases, such as cardiovascular diseases, 
cancer, and neurodegenerative disorders [43]. A number 
of studies have shown that almost 50% of known miRNAs 
are expressed in the nervous system, and play an impor-
tant role in regulating normal brain physiology, as well as 
in aging and mental illness [44]. In AD, miRNAs target 
key disease genes, showing either neurodegenerative or 
neuroprotective effects [45].

(3)	Occular markers

Eye scans using high-resolution imaging technolo-
gies, such as optical coherence tomography (OCT) to 
diagnose AD at an early stage, are also gaining increas-
ing interest. A number of studies in AD animal models 
have revealed degenerative changes in the retina [46–50]. 
Moreover, there is abundant evidence in the literature 
describing degenerative changes in the eyes of patients 
suffering from AD, which suggests a link between ocular 
pathology and the development of neurodegeneration 
[51–55]. Particularly interesting are those studies that 
demonstrated a correlation for retinal changes in patients 
before they showed symptoms of dementia compared to 
controls [56].

Blood‑based biomarkers of protein pathology
Aβ in plasma
Aβ is the main component of the insoluble protein inclu-
sions, plaques, found in AD brains. The protein exists in 
two different forms: pathogenic Aβ42, which is localized 
in diffuse amyloid aggregates, and Aβ40, which is local-
ized in the core of mature plaques [57]. Numerous stud-
ies indicate that the plasma Aβ could be a cost-effective 
alternative to conventinal CSF-based markers for iden-
tification of AD [58]. However, the clinical implemen-
tation has been hampered by the inconsistency among 
results, as well as the insignificant changes of Aβ42 and 
Aβ40 levels in blood plasma in contrast to CSF Aβ in 
AD patients [59, 60]. This issue may be related to the Aβ 
epitope masking by its binding to plasma proteins, which 
is an analytical shortcoming of enzyme-linked immuno-
sorbent assay (ELISA) or other standard immunoassays 
[61] that are commonly used to assess the levels of Aβ in 
plasma. This lack of association between Aβ in plasma 
and CSF might also be due to the Aβ expression by cells 
in peripheral tissues such as platelets [62], skin fibro-
blasts [63] or skeletal muscles [64], which contributes to 
the total Aβ plasma concentration [65].

Antoher challenge with the use of plasma Aβ as a 
biomarker is the much lower concentrations of Aβ40 
and Aβ42 in plasma compared to CSF [59, 60]. How-
ever, the emergence of hypersensitive methods, such 
as single-molecular mass analysis (SIMOA) and 
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immunoprecipitation-mass spectrometry (IP-MS), ena-
bles detection of minor changes in the Aβ plasma level 
in patients with AD. Blennow and Zetterberg have dem-
onstrated that the accurate quantitation of plasma Aβ42 
level to sub-picograms per millimeter (limit of quantita-
tion, 0.04  pg/ml) can be achieved with SIMOA [66]. In 
a previous study, this assay was used to quantitate Aβ40 
and Aβ42 levels in blood plasma and CSF of 274 con-
trols, 174 patients with subjective cognitive decline 
(SCD), 214 MCI and 57 AD (Swedish BioFINDER 
cohort) [59]. Results revealed reduced levels of Aβ42 
in blood plasma of AD patients compared to the con-
trol group (13.2 ± 7.3  pg/ml in AD vs 19.6 ± 5.2  pg/ml 
in control). In patients with pathological CSF signature, 
the level of Aβ42 in blood plasma decreased gradually in 
SCD (17.4 ± 5.6 pg/ml), MCI (17.6 ± 4.9 pg/ml) and AD 
(12.9 ± 7.1  pg/ml) compared to controls (18.3 ± 4.2  pg/
ml). However, only the AD patients with pathological 
CSF signature showed significant difference in plasma 
Aβ42 from control, suggesting a limited potential of 
this biomarker for distinguishing pre-clinical AD with 
CSF pathologies. The concentrations of Aβ40 for SCD 
(238.7 ± 105.5 pg/ml) and MCI (284.3 ± 72.8 pg/ml) were 
not different from the control group (274.6 ± 70.9 pg/ml) 
[59]. A recent application of the IP-MS method showed 
that the Aβ42/Aβ40 ratio was 14% lower in the amyloid 
PET-positive group (Aβ42 37.13 pg/ml, Aβ40 288.0 pg/ml) 
compared to the age-mathced controls [67]. Interestingly, 
the plasma composite biomarker (normalized scores for 
APP669–711/Aβ142 and Aβ140/Aβ142) demonstrated a strong 
relationship (and 80.4% accuracy) between plasma and 
CSF levels among patients with AD, showing a compara-
ble performance to CSF Aβ42 in determining Aβ burden 
in the brain [60]. Thus, although sensitive anaylsis meth-
ods are emerging, the use of plasma Aβ as a biomarker is 
most likely to become a useful diagnostic strategy mainly 
in combination with other diagnostic means.

Plasma Tau
The major physiological role of Tau is to stabilize micro-
tubules in neuronal axons [68]. In AD, neuroaxial degen-
eration leads to increased Tau release from neurons. In 
addition, Tau undergoes truncation and phosphorylation, 
which leads to its aggregation in the neurofibrillary tan-
gles of the proximal axoplasm [69]. Abnormally phospho-
rylated and truncated Tau protein is the main component 
of neurofibrillary tangles in AD and other tauopathies 
[70]. The CSF total Tau might be a non-specific marker, 
as it is also elevated after traumatic brain injury and acute 
stroke as a marker of neuronal death [71, 72]. However, 
increased levels of phosphorylated Tau at specific sites, 
such as P-Tau181, P-Tau217, and P-Tau231 in CSF and 
blood are regarded as AD-specific biomarkers [23, 73, 

74]. The specificity of this biomarker is supported by the 
fact that increased levels of P-Tau in CSF reflect the for-
mation of neurofibrillary tangles in the brain [75].

In line with plasma Aβ, one challenge for the develop-
ment of blood-based Tau is the relatively low concentra-
tion of Tau in the blood, which is significantly lower than 
that in the CSF. The CSF level of Tau is about 2–300 pg/
ml, while the plasma concentration is approximately 100 
fold lower, about 5  pg/ml [76]. Application of SIMOA 
and Meso-Scale methods to detect plasma P-Tau181 
and P-Tau217 in large patient cohorts has confirmed 
their increase in AD dementia, although with a sig-
nificant overlap with the control groups [74, 77, 78]. A 
recent study on the Alzheimer’s Disease Neuroimaging 
Initiative (ADNI) and BIOFINDER groups showed that 
the plasma P-Tau, as well as other biomarkers, demon-
strates different concentrations in patients converting 
to AD, in comparison with individuals who do not pro-
gress to dementia (BioFINDER: P-Tau217 0.40 ± 0.25 vs 
0.17 ± 0.14 pg/ml, P-Tau181 4.20 ± 2.22 vs 2.26 ± 4.54 pg/
ml; ADNI: P-Tau181 24.4 ± 10.8 vs 15.8 ± 11.4 pg/ml for 
converting vs non-converting) [79]. Nevertheless, in all 
cases the levels of pathological Tau phosphorylated at 
threonines (T) in positions 181 and 217 were significantly 
higher (P < 0.001) in AD than in control groups.

In addition, longitudinal data from the ADNI and 
BioFinder groups have also demonstrated a significant 
association between P-Tau and cognitive impairment, 
atrophy, and hypometabolism during follow-up. In 
the ADNI group, higher plasma Tau levels (P-Tau from 
3.44  pg/ml to 8.89  pg/ml) predicted a rate of cognitive 
decline, an increase in brain atrophy measured with MRI, 
and a decrease in cortical glucose metabolism as shown 
by FDG-PET [80]. More recently, longitudinal analysis 
of both the ADNI and BioFinder data demonstrated that 
the P-Tau levels in subjects with SCD or MCI predicted 
their conversion to AD with high accuracy [79]. The pre-
diction was improved if the plasma P-Tau level was com-
bined with a brief cognitive test and  apolipoprotein E 
(APOE) genotyping (where the APOE ε4 allele is a main 
risk factor for AD). The prediction was not improved by 
replacing these tests with CSF measurement of P-Tau, 
Aβ40 and Aβ42, indicating that a selection of appropriate 
non-invasive biomarkers may be sufficient for clinical 
prediction and diagnosis of AD in the future.

Fluid biomarkers of synaptic degeneration
Neurogranin
Neurogranin is a calmodulin-binding protein expressed 
in brain areas most affected by AD, such as the cortex 
and hippocampus, which can be used to reflect synaptic 
loss [81]. Neurogranin has a key influence on synaptic 
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plasticity and increases synaptic strength by regulating 
calmodulin availability by Ca2þ-mediated activation of 
protein kinase C [82]. Neurogranin has been suggested as 
a CSF marker of AD neurodegeneration that could reflect 
synaptic degeneration. A number of cross-comparisons 
have revealed an increase in CSF neurogranin in patients 
with AD and MCI compared to healthy control groups 
[83, 84]. ELISA assay using newly developed monoclo-
nal antibodies for neurogranin has revealed high levels 
of neurogranin in CSF, which are capable of predicting 
prodromal AD and MCI at a concentration of 336 pg/ml 
(IQR 126–505) and 210 pg/ml (IQR 83–433), respectively 
[85]. The ADNI study confirmed high levels of CSF neu-
rogranin in AD dementia and prodromal AD. A high level 
of CSF neurogranin at 382 pg/ml also correlates with the 
future rates of hippocampal trophism by MRI detection 
and metabolic contractions by FDG-PET [86]. At the 
same time, there is evidence that elevated levels of CSF 
neurogranin (175.5 ± 217.8  pg/ml vs 99.2 6 ± 102.9  pg/
ml for Aβ+ and Aβ− MCI patients, respectively) indicate 
future cognitive decline in Aβ+ MCI patients [87]. These 
dynamic changes in CSF neurogranin concentrations 
may reflect different stages of AD [88]. It has been found 
recently that the CSF neurogranin is elevated exclusively 
in patients with AD but not in other neurodegenerative 
disorders, such as frontotemporal dementia, LBD, Par-
kinson’s disease, progressive supranuclear palsy, or mul-
tiple system atrophy. At the same time, a study examining 
plasma neuronal-derived exosomes showed that patients 
with AD and frontotemporal dementia displayed lower 
levels of plasma neuronal-derived exosomal neurogranin 
(232 ± 56.5  pg/ml and 1117 ± 227  pg/ml, respectively) 
compared to the control group (2208 ± 354 pg/ml) [89]. 
These findings suggest that the CSF neurogranin might 
be a specific marker for AD, but more studies are needed 
[90, 91].

NFL
NFL is a native cytoskeletal protein that can be used as a 
plasma biomarker of axon damage [92]. In several studies, 
CSF NFL performed better than Aβ and Tau proteins in 
reflecting future cognitive decline and the clinical sever-
ity of AD and MCI [87, 93]. The NFL level in CSF has a 
good correlation with plasma NFL level, although the 
former is found in significantly higher concentrations [94, 
95]. The baseline NFL concentration in blood is already 
distinguishing AD and MCI from controls (45.9 pg/ml for 
AD, 37.9 pg/ml for MCI and 32.1 pg/ml for controls), and 
an increase of NFL concentration is observed with AD 
progression, which correlates with the decline in cogni-
tive functions [92]. The potential of plasma NFL to serve 
as an AD biomarker is corroborated by its ability to dis-
tinguish patients with genetic predispositions to AD. In a 

recent study, the annual change rate of NFL allowed for 
separation of carriers of the APOE ε4 allele, a risk factor 
for AD, from non-carriers 16  years before the expected 
onset of symptoms [94], rendering NFL as a possible 
biomarker for preclinical AD. However, since NFL is a 
component of the cytoskeleton of neuronal cells, its level 
may increase in many neurodegenerative diseases includ-
ing Creutzfeld-Jakob disease, amyotrophic lateral sclero-
sis, frontotemporal dementia, HIV-associated dementia, 
and others [96]. In a cohort of ADNI patients, the plasma 
NFL level correlated with brain atrophy only in sympto-
matic patients, that is, MCI and AD groups. In contrast, 
CSF NFL concentration showed a negative correlation 
with the cortical thickness also in controls with and with-
out pathological Aβ. In addition, neurogranin showed a 
greater association with and specificity for AD pathology 
compared to the plasma NFL. Thus, NFL may not be a 
specific marker for AD in contrast to neurogranin [95]. 
Also, not all studies of the NFL marker provided consist-
ent results. For example, in a longitudinal study, a corre-
lation was observed between elevated plasma NFL levels 
and neuropsychological scores; the baseline plasma NFL 
level was higher in AD dementia (26.49  ng/ml) than in 
MCI (17.77 ng/ml) (standardized mean difference = 0.55, 
95% CI 0.37–0.73) and normal cognition (15.33  ng/ml)
(standardized mean difference = 0.68, 95% CI 0.49–
0.88), according to the Clinical Dementia Rating scores 
(OR = 1.94, 95% CI 1.35–2.79). Longitudinally, NFL did 
not predict diagnostic conversion, but the plasma NFL 
level significantly correlated with worse performance 
in all 10 neuropsychological tests and measures of ver-
bal fluency and episodic memory. It should be noted, 
however, that during the follow-up, only 3 of these tests 
remained statistically significantly associated with the 
baseline plasma NFL [97]. Thus, the plasma NFL could 
be used in clinical practice as an auxiliary biomarker that 
confirms the presence of neurodegeneration. The afore-
mentioned research results generally support that the 
plasma NFL can be used to monitor neurodegeneration 
and predict the severity of the disease.

Biomarkers of neuroinflammation
One of the important factors in AD disease progression 
is the chronic neuroinflammation, and microglia play an 
important role in this process. A number of genes are 
expressed during neuroinflammation, including ATP-
binding cassette sub-family A member 7 (ABCA7), sialic 
acid binding Ig-like lectin 3 (CD33), complement recep-
tor type 1 (CR1), ephrin type-A receptor 1 (EPHA1), 
membrane-spanning 4-domains (MS4), and triggering 
receptor expressed on myeloid cells 2 (TREM2) [98]. Ele-
vated levels of pro-inflammatory molecules in the brain 
lead to increased neurological deficits and increase the 
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permeability of the blood–brain barrier (BBB). Proteins 
and genes related to neuroinflammation are currently 
considered as targets for disease-modifying drugs [99], 
and thus, novel biomarkers related to neuroinflamma-
tion are also of interest. Interleukins (IL) are potential 
biomarkers investigated in many studies, as the concen-
trations of proinflammatory cytokines including IL-1α, 
IL-1β, and IL-6 are altered in AD [100, 101]. Chemokines 
also play an important role in inflammation. For exam-
ple, patients with AD show increased monocyte chem-
oattractant protein CCL2 in serum and CSF compared 
to the control group [102]. A similar pattern has been 
observed for interferon gamma-induced protein 10, IL-8 
[103], and stromal cell-derived factor-1 [104]. However, 
the changes obtained may not be directly associated with 
AD, and it is possible that these changes can be explained 
by aging or the influence of a systemic disease.

Progranulin, a growth factor enhancing the growth 
of neurons and their survival, has been shown as a pos-
sible marker for early prediction among patients [105, 
106]. This growth factor is expressed in neurons and 
microglia and participates in neuroinflammatory modu-
lation, reducing microgliosis and astrogliosis [107]. The 
CSF level of progranulin (1082 pg/ml) increases as early 
as 10  years before the clinical presentation of the dis-
ease in patients with familial AD and late-onset sporadic 
AD [108]. In another study, researchers found increased 
expression of GRN (which encodes progranulin) in the 
blood of AD and MCI patients in three out four tested 
cohorts; however, these results did not correlate with 
plasma granulin concentration which did not differ 
among groups [109]. These results might be explained 
by the fact that the current ELISA methodology does not 
allow detecting changes in progranulin due to the com-
plex post-translational changes occurring with this pro-
tein [109]. YKL-40, known as chitinase-3-like protein 1 
(encoded by the CHI3L1 gene), is a chitin-binding lec-
tin belonging to the glycosylhydrolase family 18 [110]. 
The expression of YKL-40 increases in astrocytes under 
conditions of neuroinflammation [111]. In a longitudinal 
study on cognitively healthy people at risk of develop-
ing AD, the plasma concentration of YKL-40 was nega-
tively correlated with the deposition of Aβ in the brain 
and positively correlated with the results of sensitive Free 
and Cued Selective Reminding Test (FCSRT) [112]. Dur-
ing the study, the average concentration of YKL-40 meas-
ured by ELISA increased from baseline 10.83 ± 0.62 pg/
ml to 11.03 ± 0.56 pg/ml after 36 months of observation 
and a positive associatin between age and YKL-40 was 
observed. While these results are promising regarding 
the use of YKL-40 as  an AD biomarker, this study had 
some limitations and further longitudinal studies on 
larger cohorts (small effect size of the current study) with 

more detailed clinical (Aβ–PET diagnostics) and genetic 
(e.g. TREM2 variants) tests are required [112].

Intercellular adhesion molecule 1 (ICAM-1) and vascu-
lar cell adhesion molecule-1 (VCAM-1) are cell-surface 
glycoproteins on endothelial cells and immune cells, 
mediating the adhesion of leukocytes to endothelial 
cells and the transport of leukocytes to the brain, and 
they reperesent another group of interesting markers of 
inflammation in AD [113]. Elevated levels of VCAM-1 
and ICAM-1 in the elderly correlate with increased lev-
els of C-reactive protein (CRP) and are associated with 
microvascular endothelium-dependent vasodilation 
[114]. In one of the studies, the plasma levels of VCAM-1 
measured by ELISA in patients with AD (708 ng/ml), as 
well as in patients with vascular dementia (728  ng/ml), 
were increased by 1.3 times compared to non-demented 
control patients (562 ng/ml) [115]. In patients with AD, 
an increase in the level of serum-soluble ICAM-1 was 
observed compared with non-inflammatory neurological 
diseases (NINDs) and non-diseased controls [116]. The 
CSF level of ICAM-1 was increased in patients with AD 
at the early, preclinical, and MCI stages, and correlated 
with the severity of cognitive decline [117]. IL-33 and the 
soluble form of its receptor ST2 (sST2) could be other 
biomarkers of inflammation in AD. IL-33 is commonly 
associated with inflammation; however, in AD it plays 
a protective role through stimulation of microglia and 
subsequent reduction of Aβ plaques in mouse models 
[118]. IL-33 is downregulated in the brain tissues of MCI 
and AD patients; however, its concentration in plasma 
is higher in MCI and AD compared to healthy controls 
[119]. MCI and AD patients with positive expression of 
IL-33 in serum had better performance in cognitive tests 
in a 1-year follow up, which further underscores the ben-
eficial role of IL-33 [120]. Since higher levels of IL-33 in 
plasma of MCI and AD patients are associated with bet-
ter cognitive function, it is surprising why this cytokine 
is elevated in AD and MCI at all. A possible explana-
tion of this pehonomenon is suggested by recent stud-
ies which showed that AD patients have elevated level 
of sST2, which ameliorates physiological effects of IL-33 
and can contribute to the decline of cognitive function in 
the course of AD [119, 120]. Therefore, in future studies 
measurement of combined IL-33 and sST2 in the context 
of AD is needed.

Inflammatory markers are potential supplements to the 
AD marker panel. Most of these inflammatory biomark-
ers can be isolated from blood or its derivatives, whose 
concentrations are typically measured by ELISA (or 
other immunoassays, such as electrochemiluminescence 
immunoassay, including Mesoscale Discovery immu-
noassay or V-PLEX [117]), thus offering relatively easy 
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scalability in clinical adoption. Further research is needed 
on a broad cohort of patients to clarify their specificity 
for AD and whether they can be used to predict cognitive 
decline and track the effectiveness of AD therapies aimed 
at reducing neuroinflammation.

Other protein biomarkers of AD
Epidermal growth factor (EGF) signaling can affect the 
process of neurogenesis in adults [121]. In a multiplex 
immunoassay of the ADNI cohort using a Luminex 
xMAP platform and a study of presymptomatic to 
late-stage AD patients using arrayed sandwich ELISA, 
patients with AD were shown to have a decreased EGF 
level compared to the NC group [122, 123]. Another 
interesting biomarker of AD is the pancreatic polypep-
tide, which is elevated in plasma of patients with AD and 
MCI. An increased level of pancreatic polypeptide may 
reflect the loss of neurons, regardless of the etiology, 
and also demonstrate a violation of transport through 
the BBB [124]. Identification of novel, potential protein 
biomarkers is facilitated by the emergence of modern 
methods, allowing for large-scale proteomic studies of 
AD biomarkers to yield promising results. An example 
of such method is the proximity extension assay (PEA), 
which is a modified immunoassay utilizing two anti-
bodies per protein in the aim to increase the specificity 
and DNA-tags which are amplified and quantified after 
extension [125]. Through the specific interaction of anti-
bodies with their epitepoes, this method overcomes the 
problem of high abundance of albumin which consists of 
approximately 55% of plasma protein [126]. In one of the 
recent studies utilizing PEA, 270 proteins in the plasma 
and CSF were examined for several cohorts of patients 
with early-onset AD [127]. Among the proteins identi-
fied as novel biomarkers were proteins associated with 
innate and acquired immunity (YKL-40, chitinase 1), 
junctional adhesion molecule B, matrix metallopepti-
dase 10, tumor necrosis factor-related activation-induced 
cytokine (TRANCE/RANKL), tumor necrosis factor-
related apoptosis-inducing ligand, cell adhesion and dif-
ferentiation (activated leukocyte cell adhesion molecule, 
ALCAM), repulsive guidance molecule BMP co-receptor 
b, axin-1 (AXIN1), and eukaryotic translation initiation 
factor 4E-binding protein 1. Another study utilized PEA 
to analyze 429 plasma proteins, among which a panel of 
19 proteins was proposed to have high diagnostic accu-
racy for AD [128]. The proposed panel can determine 
the specific stage of AD, which makes it particularly use-
ful for early diagnosis and progression monitoring. For 
example, three proteins NEL-like protein 1, human kal-
likrein 14, and centrin-2 were detected at an early stage 
of AD and changed throughout the progression of the 
disease, whereas tyrosine-protein kinase Lyn, protein 

kinase C theta, and the leukemia inhibitory factor recep-
tor showed changes in the initial and intermediate stages 
of the disease [128]. An interesting area of research is the 
compilation of genomic atlas of the proteome involved 
in neurodegenerative diseases. Recently, a genomic atlas 
of AD-related protein levels has been created in CSF, 
plasma, and brain tissues. In that study, 1305 proteins 
were studied in patients with AD, among which 274, 
127, and 32 loci of quantitative protein signs in the CSF, 
plasma, and brain were identified [129]. A summary of 
the fluid biomarkers of AD and their reported changes in 
AD are shown in Table 1.

MicroRNA (miRNA) biomarkers of AD
Mature miRNAs are single-stranded RNA molecules of 
20–25 nucleotides [134] that can regulate gene expres-
sion post-transcriptionally by binding to the 3’-untrans-
lated region (3’UTR) of mRNAs and blocking protein 
synthesis or leading to the degradation of target mRNAs 
[135]. While the biological effect of miRNAs is achieved 
intracellularly, miRNAs are often found in extracellu-
lar space as a consequence of leakage from damaged 
cells (due to injury, chronic inflammation, apoptosis, or 
necrosis), active secretion via microvesicles (microparti-
cles, exosomes or apoptotic bodies) and active secretion 
of protein-miRNA complexes (high-density lipoproteins, 
Ago2) [136, 137]. Encapsulation of miRNAs as well as 
their binding to proteins increases their stability in body 
fluids and offers possibilities to specifically analyze exo-
some or protein-bound fractions as biomarkers [138, 
139].

The levels of several miRNAs and their correspond-
ing target mRNAs are changed under pathology and in 
the course of AD, affecting processes critical to the dis-
ease development and progression such as APP produc-
tion, Tau phosphorylation and Aβ production (Fig.  2) 
[140]. Since miRNAs show a highly dynamic profile in 
AD, efforts have been made to characterize differen-
tially expressed circulating miRNAs in body fluids of 
AD patients, such as CSF, plasma and serum [141]. The 
involvement of miRNAs in the pathogenesis of AD, the 
ability to detect them in easily accessible body fluids 
and the relatively high stability of miRNAs compared to 
mRNA make them an attractive target for AD biomarker 
discovery [42, 141, 142]. Among possible sources of 
miRNA, exosomes have received the highest interest, due 
to their unique features such as containing high concen-
trations of miRNA (3- to 4- fold higher than in serum) 
and mirroring pathological states due to the non-random 
packaging mechanisms [143]. In addition, exosomes have 
the potential to cross the BBB and circulate in bioliquids, 
allowing for relatively non-invasive, indirect detection of 
CNS pathologies in blood [144].
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Table 1  Summary of fluid biomarkers and their changes in AD

Biomarker Study group Sample Remark References

Aβ1-42/Aβ1-40 AD n = 57
MCI n = 214
SCD n = 174
NC n = 274

Plasma
CSF

AD Aβ42 and Aβ40 AD ↓ vs NC [59]

APP669–711/ Aβ1-42
Aβ1-40/Aβ1-42

Cohort NCGG​
AD n = 29
MCI n = 30
NC n = 62
Cohort AIBL
AD n = 29
MCI n = 67
NC n = 156

Plasma
CSF

AD plasma composite biomarker and other 
Aβ bimarkers (including Aβ42) showed signifi-
cant correlations with Aβ-PET

[60]

P-Tau AD n = 26 CSF AD CSF P-Tau showed a positive correlation 
with counts of neurofibrillary tangles (NFT) 
and neuritic plaques (NP)

[75]

T-Tau AD n = 54,
MCI n = 75
NC n = 25

Plasma
CSF

T-Tau ↑ in AD [130]

Aβ1-40
Aβ1-42
T-Tau

AD/MCI n = 25
NC n = 20

Plasma Aβ42↑ in AD
Aβ42/Aβ40↑ in AD
T-Tau↑ in AD

[131]

T-Tau
P-Tau

AD n = 28,
NC n = 23

CSF T-tau↑ in AD [132]

Aβ1-42
T-Tau

Cohort ADNI:
AD n = 179
MCI n = 195
NC n = 189
Cohort BioFINDER:
AD n = 61
MCI n = 212
SCD n = 174
NC n = 274

Plasma
CSF

AD Plasma Tau ↑ vs NC and MCI (ADNI 
cohort)
CSF Aβ42 negatively correlated with Plasma 
Tau (ADNI cohort)
AD plasma Tau > Aβ− NC, Aβ+ NC, Aβ− MCI, 
Aβ+ MCI (ADNI cohort)
Aβ+ MCI plasma Tau > Aβ− MCI (ADNI 
cohort)
CSF Aβ42 positively correlated with CSF T-Tau 
and P-Tau (BioFINDER)

[80]

NFL, T-Tau AD n = 156
MCI n = 185
NC n = 279

Plasma Plasma NFL AD↑ vs MCI and NC [97]

P-Tau, T-Tau AD n = 40
MCI n = 57
NC n = 172

Plasma T-Tau↑ in AD and MCI
P-Tau ↑ in AD

[78]

Neurogranin AD n = 65
MCI n = 61
NC n = 37

CSF Neurogranin ↑ in AD and MCI baseline
Neurogranin ↑ in AD and MCI follow-up

[83]

Neurogranin
YKL-40

AD n = 74
DLB/PDD n = 47
VaD n = 34
FTD n = 33
NC n = 53

CSF Neurogranin ↑ in AD and MCI vs NC
YKL-40 ↑ in AD vs NC

[84]

Neurogranin
NFL
YKL-40
T-tau

AD n = 180
MCI n = 450
NC n = 140

CSF Neurogranin ↑ in Aβ+ vs Aβ−
NFL ↑ in AD and MCI vs NC
YKL-40 ↑ in AD and MCI vs NC
T-tau ↑ in AD and MCI vs NC

[87]

Neurogranin AD n = 100
MCI n = 40
NC n = 80

CSF Neurogranin ↑ in AD and MCI [85]

Neurogranin AD n = 95
MCI n = 173
NC n = 110

CSF Neurogranin ↑ in AD and MCI [86]
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Table 1  (continued)

Biomarker Study group Sample Remark References

Neurogranin AD n = 100
genetic AD n = 2
bvFTD n = 20
svFTD n = 21
DLB n = 13
PD n = 31
PSP n = 46
MSA n = 29
NC n = 50

CSF Neurogranin ↑ in AD and genetic AD [90]

Neurogranin AD n = 397
MCI n = 114
NC n = 75

CSF Neurogranin ↑ in AD [91]

Neurogranin Cross-sectional study
AD n = 12,
FTD n = 16,
NC n = 28
Longitudinal study
AD n = 9
FTD n = 10
NC n = 19

Plasma Exosomal neurogranin ↓ in AD [89]

NFL Mut AD n = 243
NC n = 162

CSF
Serum

NFL ↑ in AD in serum and CSF [94]

IL-1β AD n = 58
MCI n = 74
NC n = 31

Serum IL-1β ↑ in AD and MCI [101]

CCL2 (MCP-1) AD n = 41
NC n = 31

serum CCL2 ↑ in AD [133]

CXCL12 AD n = 30
NC n = 30

Serum CXCL12 ↓ in AD [104]

Progranulin Mut AD n = 130
NC n = 85

CSF Progranulin ↑ in Mut AD [108]

Progranulin Cohort UCSF-MAC
AD n = 186
MCI n = 118
NC n = 204
Cohort AddNeuroMedd
AD n = 40
MCI n = 66
NC n = 95
Cohort ADNI
AD n = 40
MCI n = 159
NC n = 240

Plasma
CSF

No change in plasma progranulin
Progranulin ↓ in CSF of AD patients

[109]

YKL-40 n = 318 cognitively healthy 
people at risk of Alzheimer’s 
disease

Plasma The concentration of YKL-40 ↑ with age, there 
was a negative association with the deposi-
tion of Aβ in the brain

[112]

sVCAM-1 AD n = 60
VaD n = 80
Non-dementia n = 40
NC n = 30

Plasma sVCAM-1 ↑ in AD, vascular dementia and 
cerebrovascular disease without dementia 
(non-dementia)

[115]

sICAM-1 AD n = 25
NINDs n = 54
NC n = 15

Serum sICAM-1 ↑ in AD and NINDs [116]

IL-33
sST2

AD n = 30
MCI n = 30
NC n = 30

CSF
Serum

IL-33 ↓ in CSF of AD and MCI patients
IL-33 ↓ in serum of AD and MCI patients
sST2 ↑ in serum of AD and MCI patients

[119]

EGF Presymptomatic AD n = 259 Plasma EGF ↓ in patients developing AD [122]

EGF AD n = 112
Parkinson’s disease n = 236
MCI n = 396
NC n = 56

Plasma EGF ↓ AD and MCI [123]
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There are several convenient and reliable methods to 
screen for miRNAs. One leading method is the miRNA-
adapted quantitative reverse-transcription polymer-
ase chain reaction (RT-qPCR). Due to the small size of 
miRNA, cDNA synthesis is aided inter alia by stem-loop 
RT primers or polyadenylation followed by anchored dT 
primer hybridization and cDNA synthesis [145]. These 
and other approaches are commonly accessible through 
miRNA RT-qPCR kits, making it the first choice when 
the exact sequence of a target miRNA is known and 
when relatively low numbers of targets are analyzed. For 
bulk analysis, microarray hybridization and NanoString 
sequencing are convenient miRNA quantification meth-
ods [146]. The most powerful tools are the next-genera-
tion sequencing (NGS) methods which are particularly 
useful in the discovery phase, when identification of 
novel or rare miRNAs is desired in addition to their 
quantification. However, it is important to note that the 
NGS methods for miRNA quantification are burdened 

with sequence-related bias, require robust bioinformatic 
pipelines for reliable analysis and are usually more expen-
sive than the aforementioned methods [147]. Therefore, 
methods are used according to the needs and the budget 
of a laboratory and often a combination of sequencing or 
microarray methods (bulk analysis and discovery phase) 
is used together with RT-qPCR (validation and cohort 
analysis) to find differentially expressed miRNAs.

MCI as a transitional state between normal aging and 
AD, is frequently targeted in AD biomarker discovery. 
RT-qPCR combined with differential correlation analy-
sis was used in a study of 20 pairs of miRNAs as poten-
tial biomarkers of MCI in blood plasma, in a group of 
76 patients (42 controls and 34 MCI) [148]. The analysis 
revealed that several pairs of miRNAs, namely, miR-191-
miR-101, miR-191-miR-125b and miR-103-miR-222, 
have the highest potential to distinguish MCI from con-
trols. The results of the study are corroborated by inde-
pendent findings indicating that miR-191, miR-103, 

Table 1  (continued)

Biomarker Study group Sample Remark References

Pancreatic polypeptide AD n = 112
MCI n = 396
NC n = 58

Plasma The level of CSF Aβ42 and the ratio of T-tau/
Aβ42 correlate with the plasma level of the 
pancreatic polypeptide

[124]

HAGH*
CASP8*
EIF4EBP1*
UNC5C*
RGMB*
JAM-B*
TRAIL*
SMOC*
KYNU*
sLDLR*
tPA*
*—only selected markers with the same 
change in CSF and plasma are listed for clarity

AD n = 176
MCI n = 131
NC n = 565

Plasma
CSF

HAGH ↑ in AD, CSF and plasma
CASP8 ↑ in AD, CSF and plasma
EIF4EBP1 ↑ in AD, CSF and plasma
UNC5C ↓ in AD, CSF and plasma
RGMB ↓ in AD, CSF and plasma
JAM-B ↓ in AD, CSF and plasma
TRAIL ↓ in AD, CSF and plasma
SMOC ↓ in AD, CSF and plasma
KYNU ↓ in AD, CSF and plasma
sLDLR ↓ in AD, CSF and plasma
tPA ↓ in AD, CSF and plasma

[127]

LYN*
CD69*
EIF4G1*
PLXNA4*
SNAP29*
FGF-5*
MMP-3*
KRT19*
CSF-1*
PAPPA*
*—only the top 5 up and downregulated 
markers are listed for clarity

Discovery cohort:
AD n = 106
NC n = 74
Validation cohort:
AD n = 36
NC n = 61

Plasma LYN ↑ in AD
CD69 ↑ in AD
EIF4G1 ↑ in AD
PLXNA4 ↑ in AD
SNAP29 ↑ in AD
FGF-5 ↓ in AD
MMP-3 ↓ in AD
KRT19 ↓ in AD
CSF-1 ↓ in AD
PAPPA ↓ in AD

[128]

AD, Alzheimer’s disease; AOC3, amine oxidase copper containing 3; CBS, corticobasal syndrome; CD8A, cluster of differentiation 8A; CD164, cluster of differentiation 
164, CETN2, centrin 2; CHIT1, chitinase 1; DLB, dementia with Lewy bodies; dvppa, semantic variant PPA; EGF, epidermal growth factor; FTD, frontotemporal dementia; 
GAMT, guanidinoacetate N-methyltransferase; GSAP, gamma-secretase activating protein; hK14, human kallikrein 14; ICAM-1, intercellular adhesion molecule; JAM-B, 
junctional adhesion molecule B; KLK4, kallikrein-related peptidase 4; LIF-R, the leukemia inhibitory factor receptor; LYN, tyrosine-protein kinase Lyn; MMP-10, matrix 
metalloproteinase 10; MSA, multiple system atrophy; NFKBIE, NFKB inhibitor epsilon; nfvppa,non-fluent variant primary progressive aphasia; Ng, neurogranin; PCA, 
posterior cortical atrophy PRKCQ; PDD, Parkinson’s disease dementia; RGMB, repulsive guidance molecule BMP co-receptor b; PRDX1, peroxiredoxin 1; PSP, progressive 
supranuclear palsy; protein kinase C theta; SCD, subjective cognitive decline; SMOC2, SPARC-related modular calcium-binding protein 2; sST2, soluble interleukin 1 
receptor-like 1; Thy-1 or CD90, cluster of Differentiation 90; TMSB10, thymosin beta 10; TRAIL, tumor necrosis factor ligand superfamily member 10; TRANCE, tumor 
necrosis factor related activation-induced cytokine; UNC5C, Unc-5 netrin receptor C; VaD, vascular dementia; VCAM-1, vascular cell adhesion protein 1; VPS37A, 
vacuolar protein sorting 37 homolog A; YKL-40 or CHI3L1; chitinase-3-like protein 1
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miR-125b and miR-222 are dysregulated in blood sam-
ples of AD patients and could serve as biomarkers of the 
disease [149–152]. The candidate biomarkers for investi-
gation are frequently selected from miRNAs with known 
roles in AD development, such as miR-193b which regu-
lates APP expression. miR-193b decrease has been shown 
in hippocampus, CSF and blood serum of transgenic 
APP/PS1 mice as a model of AD. Subsequent analysis in 
43 MCI, 51 AD patients and 7 healthy controls revealed 
that miR-193b is decreased in MCI patients compared to 
controls, and even more decreased in AD patients. Taken 
together, these results suggest that miR-193b could be a 
potential biomarker of early AD [153]. Other miRNAs 
such as miR-34a-5p and miR-545-3p can also serve as 
additional biomarkers of early AD. However, the exist-
ing variability of miRNA analysis across different hospi-
tals is an obstacle to the clinical use of miRNA [154]. The 
authors also suggest that age is a potential factor affect-
ing the results of miRNA analysis in different cohorts. 
Indeed, recent studies showed that age can strongly 
influence the miRNA profile in blood [155], therefore it 

is particularly important to use age-matched cohorts in 
miRNA biomarker discovery and validation. Xie et  al. 
showed that miR-206 and miR-132 are significantly 
downregulated in the serum of MCI patients compared 
to the healthy, age- and gender-matched controls. The 
obtained results correlated with the Montreal cognitive 
score in patients with MCI, which indicates the potential 
of this pair of miRNAs as a biomarker for the diagnosis of 
MCI [156]. Other promising miRNA biomarkers of MCI 
and its progression are miR-146a and miR-181a. In a 
two-year study, an increased circulation of these miRNAs 
was detected in patients with MCI, who later converted 
to AD [157].

An important area of research on miRNA markers 
is the search for miRNAs that will allow differentiating 
between stages of AD. Using miRNA microarray analy-
sis followed by verification with RT-qPCR, researchers 
examined 84 miRNAs in serum and CSF of seven patients 
with AD and six patients with NINDs. The results 
revealed a significant decrease in miR-125b, miR-23a, 
and miR-26b in the serum of AD patients. The results 

Fig. 2  The effect of miRNAs on the pathology of AD. This image visualizes the effect of dysregulated miRNAs on neuronal degeneration.  MiRNAs 
have an effect on the disruption of the cell cycle, regulation of Aβ metabolism, regulation of Tau-protein metabolism, and neuroinflammation
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of this study were confirmed in a larger, independent 
cohort composed of 15 patients with AD, 12 with NINDs, 
8 patients with inflammatory neurological diseases, and 
10 patients with frontotemporal dementia. These findings 
indicate the possibility of using miR-125b and miR-26b as 
markers for differential diagnostics of AD [42]. In a large 
study involving 465 participants, RT-qPCR and machine 
learning models were used to select biomarker candi-
dates from 21 circulating miRNAs in AD patients [158]. 
The initial analysis identified 11 miRNAs with signifi-
cant alterations in expression between AD and healthy 
age-matched controls. Of those, miR-532-5p had the 
most significant correlation with AD. Among the miRNA 
panel, miR-26a and 26b-5p were significantly correlated 
with the Mini-Mental State Examination (MMSE) score, 
but they were significantly deregulated at the initial stage 
of AD [158]. miR-103 is also an miRNA significantly 
associated with AD and its potential as a biomarker of 
AD has recently been corroborated by an independent 
study in a cohort of 120 AD, 120 PD and 120 healthy 
participants. Results showed that miR-103 was reduced 
in patients with AD compared to the controls. Further-
more, miR-103 levels were positively correlated with the 
MMSE score and negatively correlated with the severity 
of dementia in patients with AD in a study that included 
a cohort of 120 patients with AD, 120 patients with PD 
who served as disease controls, and 120 healthy controls 
[151].

MiRNAs are involved in the development of AD, reflect 
its pathophysiology and respond to changes associated 
with the development of this disease. miRNAs can facili-
tate understanding of AD in terms of amyloid theory, Tau 
protein aggregation, neuroinflammation, oxidative stress, 
and cell cycle disorders (Fig.  3). For instance, miR-125b 
is upregulated in the AD brain and correlates with the 
increased expression of Tau kinase genes (p53/CDK5R1, 
CDK5, ERK1 and ERK2) and decreased expression of Tau 
phosphatase genes DUSP6 and PPP1CA [159]. It is note-
worthy that DUSP6 and PP1CA are validated targets of 
miR-125b and are regulated through miR-125b binding to 
the 3’UTRs of their mRNAs. The high level of miR-125b 
is also involved in the cell cycle through downregulation 
of the cyclin-dependent kinase inhibitor 2A, which leads 
to increased proliferation of glial cells [160]. MiR-125b is 
strongly upregulated by nuclear factor kappa-light-chain-
enhancer of activated B cells, and it can contribute to the 
development of neuroinflammation by targeting comple-
ment factor-H (CFH) mRNA [161]. The above examples 
underscore the importance of miRNAs, showing that 
individual miRNAs such as miR-125b can have pleitropic 
effects in AD. The miRNAs with an experimentally vali-
dated role in AD development as well as their potential 
use as biomarkers are summarized in Table 2.

Ocular biomarkers of AD
The retina of the eye is a promising diagnostic target for 
AD. The eyes and the brain share a common embryo-
logical origin, having a similar cellular fate specification 
of embryologically related tissues. The anterior neural 
tube forms the eyes and then gives rise to the forebrain. 
Aniridia type II protein PAX6, which plays a key role in 
neurogenesis, is also key to the development of the visual 
field. The retina is part of the central nervous system and 
shares structural and functional features with the brain, 
including the presence of neurons, glial cells, distinct 
blood barriers, and strict regulation of endothelial cell 
proliferation [186–189]. Since the retina and the brain 
have similar pathogenic pathways, a link between AD and 
eye pathology has been established. This has been shown 
in AD patients with an impaired visual function includ-
ing reduced corrected visual acuity, decreased visual 
contrast, and impaired eye mobility [190]. Interestingly, 
the optic nerve axons connecting the brain to the retina 
can facilitate the transport of beta-amyloid precursor 
protein synthesized in retinal ganglion cells (RGCs) to 
small transport vesicles [191]. Currently, research efforts 
are focused on detecting AD at the preclinical stage. The 
accumulation of Aβ in the retina in the early stages of AD 
and amyloid-related neurodegeneration [53, 192], as well 
as the correlation of retinal thickness at the early onset 
of AD with atrophy of the parietal cortex [193], suggests 
that AD is not only a cerebral but also an eye disease. The 
retina is the only extra-cranial extension of the central 
nervous system and could reflect pathological changes in 
the brain in neurodegenerative diseases. The use of retina 
as a diagnostic tool opens up avenues for diagnosis of AD 
at its early stages and helps to monitor the effect of AD 
therapy directed against Aβ aggregates.

In recent years, several studies have shown a correla-
tion between AD and degenerative changes in the retinal 
layers. For example, thinning of ganglion cell and inter-
nal plexiform layers (GCIPL) has been observed in sev-
eral studies [194–202]. OCT is currently an important 
diagnostic tool in ophthalmology that allows visualizing 
the transverse structure of the retina with micron resolu-
tion and measuring the retinal nerve fiber layer (RNFL). 
At the same time, this imaging technique allows in vivo 
non-invasive studies of the anterior structures of the 
eye and the retina, as well as changes in blood flow and 
blood oxygen saturation in the retina [203–205] with 
highest resolution compared to other non-invasive imag-
ing methods [206]. Using OCT, it has been shown that 
patients with AD have significant thinning of the RNFL 
[200, 202, 207, 208]. This method can measure the reduc-
tion in retinal layer thickness or the characteristics of 
retinal blood vessels using fundus images between AD 
patients and healthy control groups [209]. In one study, 
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a group of 24 MCI patients, 30 patients with confirmed 
AD, and 24 cognitively normal age-matched control 
subjects underwent OCT to measure the thickness of 
the RNFL. The results showed a noticeable reduction 
in RNFL thickness, especially in the inferior quadrant, 
in AD and MCI groups. Interestingly, AD patients also 
showed significantly thinner RNFL in the superior 

quadrant compared to controls [210]. The heterogeneous 
decrease in RNFL could be explained by the fact that the 
thicker nerve trunks undergo more substantial degenera-
tion than the thinner sections in other areas.

In a two-year study, retinal changes in AD were 
examined with ultra-wide-band retinal imaging. Dru-
sus deposits were found on the periphery of the retina 

Fig. 3  Association of AD pathways with miRNAs with potential for diagnostic applications. As one of the key pathological pathways of AD 
development, Aβ has effects on the development of mitochondrial dysfunction, oxidative stress, and induction of the calcium signaling pathway. 
The calcium signaling pathway affects the development of apoptosis via lipid oxidation, protein oxidation, and DNA damage, leading to cell death. 
One of the mechanisms of neuronal damage is represented by hyperphosphorylated Tau protein, which causes neurofibrillary degeneration. The 
image also shows the effect of inflammatory factors on neuronal damage. TNF, tumor necrosis factor; TNFR, tumor necrosis factor receptor; IKK, IκB 
kinase; PKR, protein kinase R; JNK, c-Jun N-terminal kinase; RAGE, receptor for advanced glycation endproducts; MEK, mitogen-activated protein 
kinase; ERK1/2, extracellular signal-regulated kinases; NF-κB, nuclear factor kappa-light-chain-enhancer of activated B cells; IL, interleukin; mTOR, 
mechanistic target of rapamycin; VDCC, voltage-dependent calcium channel; Cdk5, cyclin dependent kinase 5; PP2B, protein phosphatase-2B; 
GSK3B, glycogen synthase kinase 3 beta; NMDAR, N-methyl-D-aspartate receptor; NOS, nitric oxide synthase; RyR, ryanodine receptors; PSEN, 
presenilin; SERCA, sarco/endoplasmic reticulum Ca2+-ATPase; FADD, Fas-associated protein with death domain; BID, BH3 interacting-domain 
death agonist; CytC, cytochrome complex; APP, amyloid precursor protein; APP-BP1, amyloid precursor protein-binding protein 1; BACE1, beta-site 
APP cleaving enzyme 1; Cx proteins I-V, electron transport chain enzymes (complexes I-IV) and the ATP synthase (complex V); ABAD, amyloid 
beta-binding alcohol dehydrogenase; CypD, mitochondrial peptidyl-prolyl cis–trans isomerase D



Page 15 of 24Klyucherev et al. Translational Neurodegeneration           (2022) 11:25 	

in patients with AD but not in controls. In addition, AD 
patients showed a tendency to increase the number of 
druses and areas affected by these deposits compared 
to the controls. The authors also measured several reti-
nal vascular parameters during the study and found a 
significant increase in the venular width gradient in 

AD patients, indicating more profound thinning of 
the vessels towards the periphery in the disease group. 
This thinning might indicate that the peripheral ret-
ina receives less blood supply and nutrients, thus giv-
ing insights into retinal degradation during AD [211]. 

Table 2  miRNAs associated with Alzheimer’s disease

APP, amyloid precursor protein; BACE1, beta-site amyloid precursor protein cleaving enzyme 1; BDNF, brain-derived neurotrophic factor; CDK5, cyclin-dependent 
kinase 5; CSF, cerebrospinal fluid; MCI, mild cognitive impairment; NF-κB, nuclear factor kappa-light-chain-enhancer of activated B cells; TNF, tumor necrosis factor

miRNA Sample Project conclusions References

miR-125b Serum, blood, CSF, 
blood plasma

Level of miR-125b is decreased in the serum of AD group compared to the control group.
MiR-125b is upregulated in the AD brain, where it leads to the increased cyclin-dependent 
kinase 5 expression and tau hyperphosphorylation. MiR-125b downregulates the cell cycle 
inhibitor CDKN2, and increases proliferation of glial cells.

[42, 150, 159, 160]

miR-181c Serum Level of miR-181c is decreased in the blood of AD and MCI group compared to control group.
MiR-181 participates in the fine-tuning of inflammatory processes in astrocytes, decreasing the 
production of TNF-α, IL-6, IL-1β and IL-8.

[150, 162, 163]

miR-26b Serum, blood, CSF Expression of miR-26b is downregulated in the serum compared to non-inflammatory neuro-
logical controls.
MiR-26b induces proliferation of postmitotic neurons via targeting Rb tumor suppressor mRNA, 
which leads to activation of CDK5 kinase involved in Tau phosphorylation and apoptotic neuron 
death.

[158, 164]

miR-31 Serum Level of miR-31 is decreased in the serum of AD group compared to control group.
MiR-31 is downregulated in the brains of AD patients and AD mice. Overexpression of miR-31 
reduces amyloid β in hippocampus of transgenic mice through direct targeting of APP and 
BACE1 mRNAs.

[165, 166]

miR-146a Serum Level of miR-146a is decreased in the serum of AD group compared to control group.
MiR-146a is connected to neuroinflammation, and is upregulated by NF-κB, a pro-inflammatory 
transcription factor. MiR-146a inhibits LRP2 mRNA translation, which also leads to cell apoptosis.

[161, 165, 167]

miR-29c-3p Serum Level of miR-29c-3p is decreased in the serum of AD group compared to control group.
MiR-29b-3p targets the BACE1 mRNA. BACE1, also known as beta-secretase 1, promotes the 
formation of Aβ-plaques by producing Aβ peptides.

[168–170]

miR-19b-3p Serum Level of miR-19b-3p is decreased in the serum of AD group compared to the control group.
MiR-19 inhibits the aluminum-induced apoptosis of neurons.

[168, 171]

miR-34a-5p Blood plasma Expression of miR-34a-5p is downregulated in the serum of AD group compared to control 
group.
The expression of miR-34a is downregulated in response to Aβ, which leads to increased level of 
its target cyclin-D1 and cell cycle-related apoptosis.

[154, 172, 173]

miR-206 Serum Level of miR-206 is increased in the serum of the MCI group compared to the control group.
MiR-206 promotes cognitive decline by suppressing BDNF expression in the brain.

[156, 174]

miR-132 Serum Level of miR-132 is increased in the serum of the MCI group compared to the control group.
MiR-132 expression reduces the expression of nitric oxide synthase and oxidative stress in brain 
tissues via the p38 signaling pathway in a rat AD model.

[156, 175, 176]

miR-34c Blood Level of miR-34c is increased in the blood of AD and MCI groups compared to the control group.
Increased miR-34c expression in hippocampal neurons in AD negatively regulates the density of 
the hippocampal dendritic spine.

[177–179]

miR-15b-5p Blood plasma Level of miR-15b-5p is decreased in the blood plasma of AD group compared to the control 
group.
MiR-15b-5p targets the amyloid precursor protein mRNA and has a neuroprotective effect.

[180, 181]

miR-222 Serum Expression of miR-222 is decreased in serum in the mild and moderate AD patients compared to 
the control group.
Reduced expression of miR-222 in AD may contribute to cell cycle disruption by altering the 
expression of cyclin-dependent kinase inhibitor 1B.

[148, 182, 183]

miR-103 Blood plasma Expression of miR-103 is decreased in the blood plasma of AD patients. [148, 151, 158, 184]

miR-107 Blood plasma Expression of miR-107 is decreased in blood plasma of AD and PD patients compared to the 
control group.
MiR-107 targets the 3’-UTR of BACE1 mRNA. Decreased expression of miR-107 increases the 
BACE1 protein level, which is responsible for the formation of toxic forms of Aβ.

[151, 158, 164, 185]
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These vascular parameters might be promising bio-
markers of AD; however, it is necessary to validate the 
findings in a longitudinal study in a large cohort.

The lower peripapillary retinal nerve fiber layer 
(pRNFL) sector undergoes the greatest changes in AD, 
and this region has been proposed to be the most sen-
sitive in detecting a cognitive decline attributed to the 
disease [210]. Among several distinct changes, amyloid 
aggregation parameters combined with retinal ganglion 
cell degeneration in the upper quadrant of the inner 
retinal layers, NFL, and ganglion cell layer (GCL) can 
distinguish the AD-specific ocular pathology from that 
in other neurodegenerative diseases, such as macular 
degeneration (AMD) and glaucoma [212–214]. Further-
more, studies have confirmed that Aβ aggregation com-
bined with RGC degeneration in the upper quadrant of 
the inner retinal layers (NFL and GCL) could be used to 
distinguish AD-specific pathological changes in the ret-
ina from changes related with other diseases.

Despite a noticeable correlation between neurodegen-
eration in AD and degeneration in the retina, the use of 
ocular biomarkers is hindered by the fact that degenera-
tive changes in the retina occur in many other diseases. 
For example, AD and age-related AMD share patho-
logical signaling defects and disease mechanisms at the 
molecular and genetic levels [215], which can signifi-
cantly complicate the use of retinal imaging for the diag-
nosis of AD.

Vascular network of the retina
In addition to measuring degenerative processes in the 
retina, visualization of the macular choroid can serve as 
another ocular biomarker of AD. The vascular systems 
of the brain and the eyes have a number of structural 
and functional similarities, and the connection between 
AD and the retinal vascular system has been confirmed 
in several studies [216–219]. Researchers have observed 
reduced blood flow due to reduced retinal vein diameter, 
sparse and more sinuous retinal vessels, and reduced 
arteriolar and venular fractal chambers [52, 220] in 
patients with AD. A difference in the thickness of the 
choroid is also observed in people with AD compared to 
healthy controls. Spectral-domain OCT has shown that 
patients with AD have statistically significant thinning of 
the choroid, thus highlighting the importance of vascular 
factors in AD pathogenesis [221].

Patients with AD show a tendency to have thinning 
of the choroid and these changes deviate from those 
observed in the age-matched controls [221]. Measure-
ment of the choroid may have important additional sig-
nificance in the diagnosis of AD, but for the use of this 
area of the eye for the diagnosis of AD in the preclinical 
stage, additional clinical studies are needed. It should 

be noted, however, that several studies have failed to 
find statistically significant differences in degenerative 
changes in the retina between AD patients and healthy 
subjects [222, 223]. For example, in a study of 160 
monozygotic twins (aged ≥ 60  years), there were no dif-
ferences in the thickness of the retinal layer in the macula 
or pRNFL between Aβ+ and Aβ− individuals. A positive 
association between non‐displaceable binding potential 
(BPND, a continuous measure for Aβ) and macular total 
retinal thickness was found in the inner ring, but it was 
not statistically significant after adjustment for multi-
ple comparisons [209]. Such results may indicate that 
the diagnostic effectiveness of retinal thickness as a bio-
marker of AD is limited. These results can be partially 
explained by the fact that observable differences in the 
retina resulting from neurodegeneration could only be 
detected at a relatively late-stage of AD [224]. It could 
also be explained by the fact that the study measured 
the thickness of the retinal layer, rather than its volume. 
In another study in 48 AD patients and 38 NC subjects, 
retinal parameters, choroid thickness, macular vessel 
density, and foveal avascular area size were measured 
using three imaging techniques (fundus photography, 
advanced depth imaging OCT, and OCT angiography 
[OCTA]). However, results did not reveal any effect of 
the disease on retinal vascular parameters after adjusting 
for confounder effects [225]. An interesting longitudinal 
study has been undertaken to investigate the associa-
tion between degenerative changes in RNFL and the CSF 
Aβ42/Tau ratio. The study involved two cohorts of cogni-
tively healthy individuals divided based on the Aβ42/Tau 
CSF ratio (normal and AD prone group), and found no 
group differences in the macula or GCIPL, but a 10-μm 
difference in the thickness of the RNFL between the two 
groups [226].

In a prospective study, the densities of the radial peri-
papillary network (RPC) and RNFL were measured 
using the OCTA method. The study examined eyes of 29 
patients with amyloid-dependent cognitive impairment 
associated with AD, 25 patients with subcortical vascular 
cognitive impairment, and 15 amyloid-dependent cogni-
tively normal subjects. The results showed no correlation 
between RNFL degeneration and brain degeneration in 
patients with AD [227]. Such controversial results signifi-
cantly diminish the chances of RNFL clinical translation 
as a biomarker of AD.

Limitations and challenges
Several common challenges can be elucidated for all 
groups of proposed biomarkers. The common problems 
identified in previous studies include poor reproducibil-
ity of data, small patient populations, variability in study 
design, patient heterogeneity in age, sex and clinical 
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stages of AD, inconsistencies in data processing, nor-
malization and statistical analysis, short study durations, 
and a lack of validation of the results. To address these 
challenges, several measures could be taken to facilitate 
the development of clinically valid biomarkers. Larger 
participant enrollment would be beneficial for increas-
ing the study power as many previous studies were con-
ducted with less than 100 patients. However, several new 
studies such as the BioFinder include very large cohorts 
of well-characterized patients [74]. Many neurodegenera-
tive conditions clinically overlap, and thus careful selec-
tion of investigated subjects is of paramount importance. 
Leveraging multiple methods of imaging aids could facili-
tate an increased number of data points, including meas-
uring brain atrophy, hippocampal volume, and markers 
of brain hypometabolism. An important aspect in the 
development of new diagnostic methods is the standardi-
zation of sampling, analysis, and operating procedures. 
Application of computational algorithms for analysis of 
clinical data, such as degenerative changes in the retina 
or biomarker panels, might ensure reproducibility of the 
studies. This could also reduce the inter-hospital/labo-
ratory variations during biomarker discovery, which is 
especially renowned for CSF biomarkers [228].

The specific types of biomarkers discussed also experi-
ence unique challenges. So far, the development of ocular 
markers of AD is hampered by the use of different gen-
erations of OCT technologies that results in potential 
differences in measurements. Also, the analysis of the 
retina in AD is difficult since degenerative changes in the 
retina are characteristic not only of AD but also of other 
neurodegenerative diseases and chronic diseases asso-
ciated with aging, such as age-related macular degen-
eration, diabetes, and hypertension. Hence, researchers 
may experience difficulties when analyzing results due to 
overlapping clinical metrics.

The use of blood-based biomarkers, in turn, is lim-
ited due to an insufficient number of studies carried out 
in general populations or primary clinics since most of 
the studies are currently carried out in dementia clinics 
or specialized research centers. It is important to note 
that the real diagnostic potential of a biomarker of AD 
development should be evaluated in population-scale 
longitudinal studies. Evaluation in geriatric clinics is 
already biased by pre-selection of patients among whom 
the prevalence of AD is much higher than in the general 
population and the positive predictive values for a par-
ticular biomarker can thus be much lower than expected 
(i.e. yielding many false-negative results) [229, 230]. The 
key obstacle to the use of miRNAs for the diagnosis of 
AD is the high heterogeneity of the results, which does 
not allow them to be used clinically [41, 231]. This can 
be explained by the fact that miRNAs are associated 

with various physiological processes, are expressed in 
various brain regions, and affect different aspects of AD 
pathology. Additionally, many biological processes can be 
affected by multiple miRNAs simultaneously. For exam-
ple, beta-site APP cleaving enzyme 1 is regulated by 10 
different miRNAs [232]. Therefore, additional functional 
studies of miRNAs are important, and researchers need 
to identify the exact patterns of miRNA expression. 
These studies would clear the path to understanding the 
subtle mechanisms of miRNA regulation and their inter-
connection and impact on the pathogenesis of AD. Given 
the abundance of miRNAs, it seems feasible to identify a 
set or a panel of miRNAs that allows distinguishing dif-
ferent stages of AD from other types of dementia with 
high specificity.

Conclusion
There has been a significant shift in the research for AD 
biomarkers due to rapid advancements in analytical and 
visualization techniques. Modern instruments and assays 
allow for more sensitive blood tests to detect the pathol-
ogy. Despite the significant obstacles in the field, the 
route to overcome them seems to be manageable. The 
most robust strategy for biomarker (including miRNA) 
discovery in blood is to utilize a combination of biomark-
ers since such an approach could increase the accuracy 
and specificity of diagnosis [233, 234]. Longitudinal stud-
ies that look at combinations of several markers could be 
of great benefit. An important goal of these studies would 
be to set a diagnostic threshold that can be used to iden-
tify the initial stages of the disease.

One of the most promising avenues for biomarker 
application is the use as real-time indicators to track the 
effect of disease-modifying therapies for AD in clinical 
trials. Currently, there are more than 182 phase II and 
phase III clinical trials of AD therapy in the ClinicalTri-
als.gov database, in which the effects of therapies are typ-
ically monitored using CSF biomarkers and PET imaging. 
Some studies have started to adopt plasma biomark-
ers, such as Aβ40, Aβ42, P-Tau, and pro-inflammatory 
cytokines, as additional means to track AD  progression 
(NCT03533257, NCT04228666, NCT04570644) [235–
237], and we expect this trend to continue.

Overall, there is still a high need for biomarkers that 
will allow large-scale screening of patients in primary 
health care facilities to provide a reliable preliminary 
diagnosis of at-risk patients. They can subsequently be 
assessed using CSF markers and PET imaging for con-
firmation of the diagnosis. Blood-borne biomarkers 
could save significant funds on AD diagnostics com-
pared to existing diagnostic methods, enabling low-cost 
diagnostic methods to a great number of people as pri-
mary screen. For instance, an approach that includes the 
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combination of several miRNAs could be such a strategy. 
Specifically, miR-125b, miR-146a, miR-9, and miR-103, 
the most frequently investigated miRNAs, are the most 
promising diagnostic strategy for AD since they have 
demonstrated high sensitivity and specificity in studies.

Finally, there is a significant need for a deeper under-
standing of the relationship between the biomarker lev-
els, lifestyle, and the pathophysiology of AD, including 
cognitive impairment. It is likely that the new promis-
ing AD biomarkers will help to accelerate the clinical 
development of effective therapeutic agents. Impor-
tantly, they may reduce the cost of the management of 
the disease and facilitate better designs of clinical trials.

Abbreviations
Aβ: Amyloid-β; AD: Alzheimer’s disease; ADNI: Alzheimer’s Disease Neuroimag-
ing Initiative; APP: Amyloid precursor protein; APOE: Apolipoprotein E; BBB: 
Blood–brain barrier; CSF: Cerebrospinal fluid; EGF: Epidermal growth factor; 
ELISA: Enzyme-linked immunosorbent assay; FDG: 18F-2-fluoro-2-deoxy-D-
glucose; GCIPL: Ganglion cells and internal plexiform layers; GCL: Ganglion 
cell layer; ICAM-1: Intercellular adhesion molecule; IL: Interleukin; IP-MS: 
Immunoprecipitation-mass spectrometry; LBD: Lewy body dementia; MCI: 
Mild cognitive impairment; MMSE: Mini-Mental State Examination; MRI: 
Magnetic resonance imaging; NC: Normal cognition; NFL: Neurofilament 
light; NGS: Next-generation sequencing; OCT: Optical coherence tomogra-
phy; OCTA​: OCT angiography; PET: Positron emission tomography; pRNFL: 
Peripapillary retinal nerve fiber layer; P-Tau: Phosphorylated Tau; RGC​: Retinal 
ganglion cells; RNFL: Retinal nerve fiber layer; RT-qPCR: Quantitative reverse 
transcription polymerase chain reaction; SCD: Subjective cognitive decline; 
SIMOA: Single molecule array; sST2: Soluble interleukin 1 receptor-like 1; T-Tau: 
Total-Tau; TREM2: Triggering receptor expressed on myeloid cells 2; VCAM-1: 
Vascular cell adhesion protein 1.

Acknowledgements
Not applicable.

Author contributions
TK, PO, and AS collected and analyzed the literature data, wrote the chapters 
of the introduction, the main part and the conclusion, prepared tables, and 
created illustrations for the review. SS made a significant contribution to the 
writing of the chapter on Aβ in plasma, Plasma Tau. The concept and ideas 
for the review were suggested by HS, VC, VT, SS, and PO. HS, SS, MA, and PO 
edited the manuscript and prepared it for submission. All authors read and 
approved the final manuscript.

Funding
Open access funding provided by Uppsala University. HBS is supported by the 
Swedish Research Council and the Swedish Brain Foundation.

Availability of data and materials
All information used herein was obtained from peer-reviewed publications or 
from publicly available data on clinical trials.

Declarations

Ethics approval and consent to participate
Not applicable.

Consent for publication
Not applicable.

Competing interests
The authors declare no conflict of interest, financial or otherwise.

Author details
1 Department of Neuroscience, Functional Pharmacology, University of Upp-
sala, Uppsala, Sweden. 2 Department of Pharmacology, Institute of Pharmacy, 
I. M. Sechenov First Moscow State Medical University, Moscow, Russia. 
3 Institute of Translational Medicine and Biotechnology, I. M. Sechenov First 
Moscow State Medical University, Moscow, Russia. 4 Department of Public 
Health and Caring Sciences, Rudbeck Laboratory, Uppsala University, Uppsala, 
Sweden. 

Received: 21 June 2021   Accepted: 28 March 2022

References
	 1.	 Oboudiyat C, Glazer H, Seifan A, Greer C, Isaacson RS. Alzheimer’s 

disease. Semin Neurol. 2013;33(4):313–29.
	 2.	 Kumar A, Singh A, Ekavali. A review on Alzheimer’s disease patho-

physiology and its management: an update. Pharmacol Rep. 
2015;67(2):195–203.

	 3.	 Magalingam KB, Radhakrishnan A, Ping NS, Haleagrahara N. Current 
concepts of neurodegenerative mechanisms in Alzheimer’s disease. 
Biomed Res Int. 2018;2018:3740461.

	 4.	 Dubois B, Feldman HH, Jacova C, Dekosky ST, Barberger-Gateau P, Cum-
mings J, et al. Research criteria for the diagnosis of Alzheimer’s disease: 
revising the NINCDS-ADRDA criteria. Lancet Neurol. 2007;6(8):734–46.

	 5.	 Reitz C, Brayne C, Mayeux R. Epidemiology of Alzheimer disease. Nat 
Rev Neurol. 2011;7(3):137–52.

	 6.	 Winblad B, Amouyel P, Andrieu S, Ballard C, Brayne C, Brodaty H, et al. 
Defeating Alzheimer’s disease and other dementias: a priority for Euro-
pean science and society. Lancet Neurol. 2016;15(5):455–532.

	 7.	 2020 Alzheimer’s disease facts and figures. Alzheimers Dement. 2020.
	 8.	 Hurd MD, Martorell P, Langa KM. Monetary costs of dementia in the 

United States. N Engl J Med. 2013;369(5):489–90.
	 9.	 Cummings J, Lee G, Ritter A, Sabbagh M, Zhong K. Alzheimer’s 

disease drug development pipeline: 2019. Alzheimers Dement (N Y). 
2019;5:272–93.

	 10.	 Cummings J, Lee G, Mortsdorf T, Ritter A, Zhong K. Alzheimer’s 
disease drug development pipeline: 2017. Alzheimers Dement (N Y). 
2017;3(3):367–84.

	 11.	 Mossello E, Ballini E. Management of patients with Alzheimer’s disease: 
pharmacological treatment and quality of life. Ther Adv Chronic Dis. 
2012;3(4):183–93.

	 12.	 Sperling RA, Jack CR, Aisen PS. Testing the right target and right drug at 
the right stage. Sci Transl Med. 2011;3(111):111cm33.

	 13.	 Bateman RJ, Xiong C, Benzinger TL, Fagan AM, Goate A, Fox NC, et al. 
Clinical and biomarker changes in dominantly inherited Alzheimer’s 
disease. N Engl J Med. 2012;367(9):795–804.

	 14.	 McDade E, Wang G, Gordon BA, Hassenstab J, Benzinger TLS, Buckles 
V, et al. Longitudinal cognitive and biomarker changes in dominantly 
inherited Alzheimer disease. Neurology. 2018;91(14):e1295–306.

	 15.	 Long JM, Holtzman DM. Alzheimer disease: an update on pathobiology 
and treatment strategies. Cell. 2019;179(2):312–39.

	 16.	 Jack CR Jr, Wiste HJ, Weigand SD, Rocca WA, Knopman DS, Mielke MM, 
et al. Age-specific population frequencies of cerebral beta-amyloidosis 
and neurodegeneration among people with normal cognitive 
function aged 50–89 years: a cross-sectional study. Lancet Neurol. 
2014;13(10):997–1005.

	 17.	 Nelson PT, Alafuzoff I, Bigio EH, Bouras C, Braak H, Cairns NJ, et al. 
Correlation of Alzheimer disease neuropathologic changes with 
cognitive status: a review of the literature. J Neuropathol Exp Neurol. 
2012;71(5):362–81.

	 18.	 Leng F, Edison P. Neuroinflammation and microglial activation in 
Alzheimer disease: where do we go from here? Nat Rev Neurol. 
2021;17(3):157–72.

	 19.	 Dunn N, Mullee M, Perry VH, Holmes C. Association between dementia 
and infectious disease: evidence from a case–control study. Alzheimer 
Dis Assoc Disord. 2005;19(2):91–4.



Page 19 of 24Klyucherev et al. Translational Neurodegeneration           (2022) 11:25 	

	 20.	 Heneka MT, Kummer MP, Latz E. Innate immune activation in neurode-
generative disease. Nat Rev Immunol. 2014;14(7):463–77.

	 21.	 Gauthier S, Zhang H, Ng KP, Pascoal TA, Rosa-Neto P. Impact of the 
biological definition of Alzheimer’s disease using amyloid, tau and 
neurodegeneration (ATN): what about the role of vascular changes, 
inflammation, Lewy body pathology? Transl Neurodegener. 2018;7:12.

	 22.	 Jack CR, Bennett DA, Blennow K, Carrillo MC, Dunn B, Haeberlein SB, 
et al. NIA-AA Research Framework: toward a biological definition of 
Alzheimer’s disease. Alzheimers Dement. 2018;14(4):535–62.

	 23.	 Ashton NJ, Pascoal TA, Karikari TK, Benedet AL, Lantero-Rodriguez J, 
Brinkmalm G, et al. Plasma p-tau231: a new biomarker for incipient 
Alzheimer’s disease pathology. Acta Neuropathol. 2021;141(5):709–24.

	 24.	 Zetterberg H, Blennow K. Moving fluid biomarkers for Alzheimer’s 
disease from research tools to routine clinical diagnostics. Mol Neuro-
degener. 2021;16(1):10.

	 25.	 Park SA, Han SM, Kim CE. New fluid biomarkers tracking non-amyloid-β 
and non-tau pathology in Alzheimer’s disease. Exp Mol Med. 
2020;52(4):556–68.

	 26.	 Swarbrick S, Wragg N, Ghosh S, Stolzing A. Systematic review 
of miRNA as biomarkers in Alzheimer’s disease. Mol Neurobiol. 
2019;56(9):6156–67.

	 27.	 Lee JC, Kim SJ, Hong S, Kim Y. Diagnosis of Alzheimer’s disease utilizing 
amyloid and tau as fluid biomarkers. Exp Mol Med. 2019;51(5):1–10.

	 28.	 Cohen AD, Landau SM, Snitz BE, Klunk WE, Blennow K, Zetterberg H. 
Fluid and PET biomarkers for amyloid pathology in Alzheimer’s disease. 
Mol Cell Neurosci. 2019;97:3–17.

	 29.	 Blennow K, Mattsson N, Scholl M, Hansson O, Zetterberg H. Amy-
loid biomarkers in Alzheimer’s disease. Trends Pharmacol Sci. 
2015;36(5):297–309.

	 30.	 Leuzy A, Pascoal TA, Strandberg O, Insel P, Smith R, Mattsson-Carlgren N, 
et al. A multicenter comparison of [18F]flortaucipir, [18F]RO948, and [18F]
MK6240 tau PET tracers to detect a common target ROI for differential 
diagnosis. Eur J Nucl Med Mol Imaging. 2021;48(7):2295–305.

	 31.	 Palmqvist S, Zetterberg H, Mattsson N, Johansson P, Minthon L, Blen-
now K, et al. Detailed comparison of amyloid PET and CSF biomarkers 
for identifying early Alzheimer disease. Neurology. 2015;85(14):1240–9.

	 32.	 Morris E, Chalkidou A, Hammers A, Peacock J, Summers J, Keevil S. 
Diagnostic accuracy of (18)F amyloid PET tracers for the diagnosis of 
Alzheimer’s disease: a systematic review and meta-analysis. Eur J Nucl 
Med Mol Imaging. 2016;43(2):374–85.

	 33.	 Ossenkoppele R, Hansson O. Towards clinical application of tau PET 
tracers for diagnosing dementia due to Alzheimer’s disease. Alzheimers 
Dement. 2021;17:1998–2008.

	 34.	 Buchhave P, Minthon L, Zetterberg H, Wallin AK, Blennow K, Hansson 
O. Cerebrospinal fluid levels of β-amyloid 1–42, but not of tau, are fully 
changed already 5 to 10 years before the onset of Alzheimer dementia. 
Arch Gen Psychiatry. 2012;69(1):98–106.

	 35.	 Lleo A, Irwin DJ, Illan-Gala I, McMillan CT, Wolk DA, Lee EB, et al. A 2-step 
cerebrospinal algorithm for the selection of frontotemporal lobar 
degeneration subtypes. JAMA Neurol. 2018;75(6):738–45.

	 36.	 Palmqvist S, Scholl M, Strandberg O, Mattsson N, Stomrud E, Zetterberg 
H, et al. Earliest accumulation of beta-amyloid occurs within the 
default-mode network and concurrently affects brain connectivity. Nat 
Commun. 2017;8(1):1214.

	 37.	 Weller J, Budson A. Current understanding of Alzheimer’s disease diag-
nosis and treatment. F1000Res. 2018;7.

	 38.	 Wittenberg R, Knapp M, Karagiannidou M, Dickson J, Schott J. Economic 
impacts of introducing diagnostics for mild cognitive impairment 
Alzheimer’s disease patients. Alzheimers Dement (N Y). 2019;5:382–7.

	 39.	 Cousins KAQ, Irwin DJ, Wolk DA, Lee EB, Shaw LMJ, Trojanowski JQ, 
et al. ATN status in amnestic and non-amnestic Alzheimer’s disease and 
frontotemporal lobar degeneration. Brain. 2020;143(7):2295–311.

	 40.	 Toledo JB, Brettschneider J, Grossman M, Arnold SE, Hu WT, Xie SX, et al. 
CSF biomarkers cutoffs: the importance of coincident neuropathologi-
cal diseases. Acta Neuropathol. 2012;124(1):23–35.

	 41.	 O’Bryant SE, Mielke MM, Rissman RA, Lista S, Vanderstichele H, Zet-
terberg H, et al. Blood-based biomarkers in Alzheimer disease: current 
state of the science and a novel collaborative paradigm for advancing 
from discovery to clinic. Alzheimers Dement. 2017;13(1):45–58.

	 42.	 Galimberti D, Villa C, Fenoglio C, Serpente M, Ghezzi L, Cioffi SM, et al. 
Circulating miRNAs as potential biomarkers in Alzheimer’s disease. J 
Alzheimers Dis. 2014;42(4):1261–7.

	 43.	 Silvestro S, Bramanti P, Mazzon E. Role of miRNAs in Alzheimer’s disease 
and possible fields of application. Int J Mol Sci. 2019;20(16):3979.

	 44.	 Maffioletti E, Tardito D, Gennarelli M, Bocchio-Chiavetto L. Micro spies 
from the brain to the periphery: new clues from studies on microRNAs 
in neuropsychiatric disorders. Front Cell Neurosci. 2014;8:75.

	 45.	 Reddy PH, Tonk S, Kumar S, Vijayan M, Kandimalla R, Kuruva CS, et al. 
A critical evaluation of neuroprotective and neurodegenerative 
MicroRNAs in Alzheimer’s disease. Biochem Biophys Res Commun. 
2017;483(4):1156–65.

	 46.	 Tsai Y, Lu B, Ljubimov AV, Girman S, Ross-Cisneros FN, Sadun AA, et al. 
Ocular changes in TgF344-AD rat model of Alzheimer’s disease. Invest 
Ophthalmol Vis Sci. 2014;55(1):523–34.

	 47.	 Chiasseu M, Alarcon-Martinez L, Belforte N, Quintero H, Dotigny F, 
Destroismaisons L, et al. Tau accumulation in the retina promotes early 
neuronal dysfunction and precedes brain pathology in a mouse model 
of Alzheimer’s disease. Mol Neurodegener. 2017;12(1):58.

	 48.	 Sclip A, Antoniou X, Colombo A, Camici GG, Pozzi L, Cardinetti D, et al. 
c-Jun N-terminal kinase regulates soluble Aβ oligomers and cognitive 
impairment in AD mouse model. J Biol Chem. 2011;286(51):43871–80.

	 49.	 Buccarello L, Sclip A, Sacchi M, Castaldo AM, Bertani I, ReCecconi A, 
et al. The c-jun N-terminal kinase plays a key role in ocular degenera-
tive changes in a mouse model of Alzheimer disease suggesting 
a correlation between ocular and brain pathologies. Oncotarget. 
2017;8(47):83038–51.

	 50.	 Grimaldi A, Brighi C, Peruzzi G, Ragozzino D, Bonanni V, Limatola C, 
et al. Inflammation, neurodegeneration and protein aggregation in 
the retina as ocular biomarkers for Alzheimer’s disease in the 3xTg-AD 
mouse model. Cell Death Dis. 2018;9(6):685.

	 51.	 Chang LY, Lowe J, Ardiles A, Lim J, Grey AC, Robertson K, et al. Alz-
heimer’s disease in the human eye. Clinical tests that identify ocular 
and visual information processing deficit as biomarkers. Alzheimers 
Dement. 2014;10(2):251–61.

	 52.	 Frost S, Kanagasingam Y, Sohrabi H, Vignarajan J, Bourgeat P, Salvado O, 
et al. Retinal vascular biomarkers for early detection and monitoring of 
Alzheimer’s disease. Transl Psychiatry. 2013;3: e233.

	 53.	 Koronyo-Hamaoui M, Koronyo Y, Ljubimov AV, Miller CA, Ko MK, Black 
KL, et al. Identification of amyloid plaques in retinas from Alzheimer’s 
patients and noninvasive in vivo optical imaging of retinal plaques in a 
mouse model. Neuroimage. 2011;54(Suppl 1):S204–17.

	 54.	 Moschos MM, Markopoulos I, Chatziralli I, Rouvas A, Papageorgiou SG, 
Ladas I, et al. Structural and functional impairment of the retina and 
optic nerve in Alzheimer’s disease. Curr Alzheimer Res. 2012;9(7):782–8.

	 55.	 Koronyo Y, Salumbides BC, Black KL, Koronyo-Hamaoui M. Alzheimer’s 
disease in the retina: imaging retinal aβ plaques for early diagnosis and 
therapy assessment. Neurodegener Dis. 2012;10(1–4):285–93.

	 56.	 den Haan J, Verbraak FD, Visser PJ, Bouwman FH. Retinal thickness in 
Alzheimer’s disease: a systematic review and meta-analysis. Alzheimers 
Dement (Amst). 2017;6:162–70.

	 57.	 Michno W, Nyström S, Wehrli P, Lashley T, Brinkmalm G, Guerard L, et al. 
Pyroglutamation of amyloid-βx-42 (Aβx-42) followed by Aβ1-40 deposi-
tion underlies plaque polymorphism in progressing Alzheimer’s disease 
pathology. J Biol Chem. 2019;294(17):6719–32.

	 58.	 Palmqvist S, Zetterberg H, Blennow K, Vestberg S, Andreasson U, Brooks 
DJ, et al. Accuracy of brain amyloid detection in clinical practice using 
cerebrospinal fluid β-amyloid 42: a cross-validation study against amy-
loid positron emission tomography. JAMA Neurol. 2014;71(10):1282–9.

	 59.	 Janelidze S, Stomrud E, Palmqvist S, Zetterberg H, van Westen D, 
Jeromin A, et al. Plasma β-amyloid in Alzheimer’s disease and vascular 
disease. Sci Rep. 2016;6:26801.

	 60.	 Nakamura A, Kaneko N, Villemagne VL, Kato T, Doecke J, Doré V, et al. 
High performance plasma amyloid-β biomarkers for Alzheimer’s 
disease. Nature. 2018;554(7691):249–54.

	 61.	 Kuo YM, Emmerling MR, Lampert HC, Hempelman SR, Kokjohn TA, 
Woods AS, et al. High levels of circulating Abeta42 are sequestered by 
plasma proteins in Alzheimer’s disease. Biochem Biophys Res Commun. 
1999;257(3):787–91.



Page 20 of 24Klyucherev et al. Translational Neurodegeneration           (2022) 11:25 

	 62.	 Li QX, Evin G, Small DH, Multhaup G, Beyreuther K, Masters CL. Pro-
teolytic processing of Alzheimer’s disease beta A4 amyloid precursor 
protein in human platelets. J Biol Chem. 1995;270(23):14140–7.

	 63.	 Citron M, Vigo-Pelfrey C, Teplow DB, Miller C, Schenk D, Johnston J, 
et al. Excessive production of amyloid beta-protein by peripheral cells 
of symptomatic and presymptomatic patients carrying the Swed-
ish familial Alzheimer disease mutation. Proc Natl Acad Sci U S A. 
1994;91(25):11993–7.

	 64.	 Kuo YM, Kokjohn TA, Watson MD, Woods AS, Cotter RJ, Sue LI, et al. 
Elevated abeta42 in skeletal muscle of Alzheimer disease patients 
suggests peripheral alterations of AbetaPP metabolism. Am J Pathol. 
2000;156(3):797–805.

	 65.	 Hansson O, Zetterberg H, Vanmechelen E, Vanderstichele H, Andreas-
son U, Londos E, et al. Evaluation of plasma Abeta(40) and Abeta(42) as 
predictors of conversion to Alzheimer’s disease in patients with mild 
cognitive impairment. Neurobiol Aging. 2010;31(3):357–67.

	 66.	 Zetterberg H, Mörtberg E, Song L, Chang L, Provuncher GK, Patel PP, 
et al. Hypoxia due to cardiac arrest induces a time-dependent increase 
in serum amyloid β levels in humans. PLoS One. 2011;6(12):e28263.

	 67.	 Ovod V, Ramsey KN, Mawuenyega KG, Bollinger JG, Hicks T, Schneider T, 
et al. Amyloid β concentrations and stable isotope labeling kinetics of 
human plasma specific to central nervous system amyloidosis. Alzhei-
mers Dement. 2017;13(8):841–9.

	 68.	 Avila J, Lucas JJ, Perez M, Hernandez F. Role of tau protein in both physi-
ological and pathological conditions. Physiol Rev. 2004;84(2):361–84.

	 69.	 Zetterberg H. Review: Tau in biofluids - relation to pathology, imaging 
and clinical features. Neuropathol Appl Neurobiol. 2017;43(3):194–9.

	 70.	 Lashley T, Schott JM, Weston P, Murray CE, Wellington H, Keshavan A, 
et al. Molecular biomarkers of Alzheimer’s disease: progress and pros-
pects. Dis Model Mech. 2018;11(5):dmm031781.

	 71.	 Ost M, Nylén K, Csajbok L, Ohrfelt AO, Tullberg M, Wikkelsö C, et al. Initial 
CSF total tau correlates with 1-year outcome in patients with traumatic 
brain injury. Neurology. 2006;67(9):1600–4.

	 72.	 Hesse C, Rosengren L, Andreasen N, Davidsson P, Vanderstichele H, 
Vanmechelen E, et al. Transient increase in total tau but not phospho-
tau in human cerebrospinal fluid after acute stroke. Neurosci Lett. 
2001;297(3):187–90.

	 73.	 Janelidze S, Stomrud E, Smith R, Palmqvist S, Mattsson N, Airey DC, 
et al. Cerebrospinal fluid p-tau217 performs better than p-tau181 as a 
biomarker of Alzheimer’s disease. Nat Commun. 2020;11(1):1683.

	 74.	 Karikari TK, Pascoal TA, Ashton NJ, Janelidze S, Benedet AL, Rodriguez JL, 
et al. Blood phosphorylated tau 181 as a biomarker for Alzheimer’s dis-
ease: a diagnostic performance and prediction modelling study using 
data from four prospective cohorts. Lancet Neurol. 2020;19(5):422–33.

	 75.	 Buerger K, Ewers M, Pirttilä T, Zinkowski R, Alafuzoff I, Teipel SJ, et al. CSF 
phosphorylated tau protein correlates with neocortical neurofibrillary 
pathology in Alzheimer’s disease. Brain. 2006;129(Pt 11):3035–41.

	 76.	 Blennow K. A review of fluid biomarkers for Alzheimer’s disease: moving 
from CSF to blood. Neurol Ther. 2017;6(Suppl 1):15–24.

	 77.	 Janelidze S, Mattsson N, Palmqvist S, Smith R, Beach TG, Serrano GE, 
et al. Plasma P-tau181 in Alzheimer’s disease: relationship to other 
biomarkers, differential diagnosis, neuropathology and longitudinal 
progression to Alzheimer’s dementia. Nat Med. 2020;26(3):379–86.

	 78.	 Mielke MM, Hagen CE, Xu J, Chai X, Vemuri P, Lowe VJ, et al. Plasma 
phospho-tau181 increases with Alzheimer’s disease clinical severity 
and is associated with tau- and amyloid-positron emission tomography. 
Alzheimers Dement. 2018;14(8):989–97.

	 79.	 Palmqvist S, Tideman P, Cullen N, Zetterberg H, Blennow K, Alzheimer’s 
Disease Neuroimaging Initiative, et al. Prediction of future Alzheimer’s 
disease dementia using plasma phospho-tau combined with other 
accessible measures. Nat Med. 2021;27:1034–42.

	 80.	 Mattsson N, Zetterberg H, Janelidze S, Insel PS, Andreasson U, 
Stomrud E, et al. Plasma tau in Alzheimer disease. Neurology. 
2016;87(17):1827–35.

	 81.	 Guadaño-Ferraz A, Viñuela A, Oeding G, Bernal J, Rausell E. RC3/neu-
rogranin is expressed in pyramidal neurons of motor and somatosen-
sory cortex in normal and denervated monkeys. J Comp Neurol. 
2005;493(4):554–70.

	 82.	 Zetterberg H, Blennow K. Neurogranin levels in cerebrospinal fluid: 
a new addition to the Alzheimer disease diagnostic toolbox. JAMA 
Neurol. 2015;72(11):1237–8.

	 83.	 Kester MI, Teunissen CE, Crimmins DL, Herries EM, Ladenson JH, 
Scheltens P, et al. Neurogranin as a cerebrospinal fluid biomarker 
for synaptic loss in symptomatic Alzheimer disease. JAMA Neurol. 
2015;72(11):1275–80.

	 84.	 Janelidze S, Hertze J, Zetterberg H, Landqvist Waldö M, Santillo A, Blen-
now K, et al. Cerebrospinal fluid neurogranin and YKL-40 as biomarkers 
of Alzheimer’s disease. Ann Clin Transl Neurol. 2016;3(1):12–20.

	 85.	 Kvartsberg H, Duits FH, Ingelsson M, Andreasen N, Öhrfelt A, Andersson 
K, et al. Cerebrospinal fluid levels of the synaptic protein neurogranin 
correlates with cognitive decline in prodromal Alzheimer’s disease. 
Alzheimers Dement. 2015;11(10):1180–90.

	 86.	 Portelius E, Zetterberg H, Skillbäck T, Törnqvist U, Andreasson U, 
Trojanowski JQ, et al. Cerebrospinal fluid neurogranin: relation to cogni-
tion and neurodegeneration in Alzheimer’s disease. Brain. 2015;138(Pt 
11):3373–85.

	 87.	 Bos I, Vos S, Verhey F, Scheltens P, Teunissen C, Engelborghs S, et al. 
Cerebrospinal fluid biomarkers of neurodegeneration, synaptic 
integrity, and astroglial activation across the clinical Alzheimer’s disease 
spectrum. Alzheimers Dement. 2019;15(5):644–54.

	 88.	 Sutphen CL, McCue L, Herries EM, Xiong C, Ladenson JH, Holtzman DM, 
et al. Longitudinal decreases in multiple cerebrospinal fluid biomark-
ers of neuronal injury in symptomatic late onset Alzheimer’s disease. 
Alzheimers Dement. 2018;14(7):869–79.

	 89.	 Goetzl EJ, Kapogiannis D, Schwartz JB, Lobach IV, Goetzl L, Abner EL, 
et al. Decreased synaptic proteins in neuronal exosomes of frontotem-
poral dementia and Alzheimer’s disease. FASEB J. 2016;30(12):4141–8.

	 90.	 Wellington H, Paterson RW, Portelius E, Törnqvist U, Magdalinou N, 
Fox NC, et al. Increased CSF neurogranin concentration is specific to 
Alzheimer disease. Neurology. 2016;86(9):829–35.

	 91.	 Portelius E, Olsson B, Höglund K, Cullen NC, Kvartsberg H, Andreasson 
U, et al. Cerebrospinal fluid neurogranin concentration in neurode-
generation: relation to clinical phenotypes and neuropathology. Acta 
Neuropathol. 2018;136(3):363–76.

	 92.	 Mattsson N, Cullen NC, Andreasson U, Zetterberg H, Blennow K. 
Association between longitudinal plasma neurofilament light and 
neurodegeneration in patients with Alzheimer disease. JAMA Neurol. 
2019;76(7):791–9.

	 93.	 Kern S, Syrjanen JA, Blennow K, Zetterberg H, Skoog I, Waern M, et al. 
Association of cerebrospinal fluid neurofilament light protein with risk 
of mild cognitive impairment among individuals without cognitive 
impairment. JAMA Neurol. 2019;76(2):187–93.

	 94.	 Preische O, Schultz SA, Apel A, Kuhle J, Kaeser SA, Barro C, et al. Serum 
neurofilament dynamics predicts neurodegeneration and clini-
cal progression in presymptomatic Alzheimer’s disease. Nat Med. 
2019;25(2):277–83.

	 95.	 Pereira JB, Westman E, Hansson O, Alzheimer’s Disease Neuroimaging 
Initiative. Association between cerebrospinal fluid and plasma neuro-
degeneration biomarkers with brain atrophy in Alzheimer’s disease. 
Neurobiol Aging. 2017;58:14–29.

	 96.	 Gaetani L, Blennow K, Calabresi P, Di Filippo M, Parnetti L, Zetterberg H. 
Neurofilament light chain as a biomarker in neurological disorders. J 
Neurol Neurosurg Psychiatry. 2019;90(8):870–81.

	 97.	 Sugarman MA, Zetterberg H, Blennow K, Tripodis Y, McKee AC, Stein 
TD, et al. A longitudinal examination of plasma neurofilament light 
and total tau for the clinical detection and monitoring of Alzheimer’s 
disease. Neurobiol Aging. 2020;94:60–70.

	 98.	 Cuyvers E, Sleegers K. Genetic variations underlying Alzheimer’s 
disease: evidence from genome-wide association studies and beyond. 
Lancet Neurol. 2016;15(8):857–68.

	 99.	 Ardura-Fabregat A, Boddeke EWGM, Boza-Serrano A, Brioschi S, Castro-
Gomez S, Ceyzériat K, et al. Targeting neuroinflammation to treat 
Alzheimer’s disease. CNS Drugs. 2017;31(12):1057–82.

	100.	 Dursun E, Gezen-Ak D, Hanağası H, Bilgiç B, Lohmann E, Ertan S, et al. 
The interleukin 1 alpha, interleukin 1 beta, interleukin 6 and alpha-
2-macroglobulin serum levels in patients with early or late onset 
Alzheimer’s disease, mild cognitive impairment or Parkinson’s disease. J 
Neuroimmunol. 2015;283:50–7.

	101.	 Forlenza OV, Diniz BS, Talib LL, Mendonça VA, Ojopi EB, Gattaz WF, et al. 
Increased serum IL-1beta level in Alzheimer’s disease and mild cogni-
tive impairment. Dement Geriatr Cogn Disord. 2009;28(6):507–12.



Page 21 of 24Klyucherev et al. Translational Neurodegeneration           (2022) 11:25 	

	102.	 Westin K, Buchhave P, Nielsen H, Minthon L, Janciauskiene S, Hansson 
O. CCL2 is associated with a faster rate of cognitive decline during early 
stages of Alzheimer’s disease. PLoS ONE. 2012;7(1): e30525.

	103.	 Galimberti D, Schoonenboom N, Scarpini E, Scheltens P, Dutch-Italian 
Alzheimer Research Group. Chemokines in serum and cerebrospinal 
fluid of Alzheimer’s disease patients. Ann Neurol. 2003;53(4):547–8.

	104.	 Laske C, Stellos K, Eschweiler GW, Leyhe T, Gawaz M. Decreased 
CXCL12 (SDF-1) plasma levels in early Alzheimer’s disease: a contribu-
tion to a deficient hematopoietic brain support? J Alzheimers Dis. 
2008;15(1):83–95.

	105.	 Townley RA, Boeve BF, Benarroch EE. Progranulin: functions and neuro-
logic correlations. Neurology. 2018;90(3):118–25.

	106.	 Abella V, Pino J, Scotece M, Conde J, Lago F, Gonzalez-Gay MA, et al. Pro-
granulin as a biomarker and potential therapeutic agent. Drug Discov 
Today. 2017;22(10):1557–64.

	107.	 Ahmed Z, Sheng H, Xu YF, Lin WL, Innes AE, Gass J, et al. Acceler-
ated lipofuscinosis and ubiquitination in granulin knockout mice 
suggest a role for progranulin in successful aging. Am J Pathol. 
2010;177(1):311–24.

	108.	 Suárez-Calvet M, Capell A, Araque Caballero M, Morenas-Rodríguez E, 
Fellerer K, Franzmeier N, et al. CSF progranulin increases in the course of 
Alzheimer’s disease and is associated with sTREM2, neurodegeneration 
and cognitive decline. EMBO Mol Med. 2018;10(12): e9712.

	109.	 Cooper YA, Nachun D, Dokuru D, Yang Z, Karydas AM, Serrero G, et al. 
Progranulin levels in blood in Alzheimer’s disease and mild cognitive 
impairment. Ann Clin Transl Neurol. 2018;5(5):616–29.

	110.	 Rehli M, Niller HH, Ammon C, Langmann S, Schwarzfischer L, 
Andreesen R, et al. Transcriptional regulation of CHI3L1, a marker 
gene for late stages of macrophage differentiation. J Biol Chem. 
2003;278(45):44058–67.

	111.	 Bonneh-Barkay D, Bissel SJ, Kofler J, Starkey A, Wang G, Wiley CA. 
Astrocyte and macrophage regulation of YKL-40 expression and cellular 
response in neuroinflammation. Brain Pathol. 2012;22(4):530–46.

	112.	 Vergallo A, Lista S, Lemercier P, Chiesa PA, Zetterberg H, Blennow K, et al. 
Association of plasma YKL-40 with brain amyloid-beta levels, memory 
performance, and sex in subjective memory complainers. Neurobiol 
Aging. 2020;96:22–32.

	113.	 Dietrich JB. The adhesion molecule ICAM-1 and its regulation in relation 
with the blood-brain barrier. J Neuroimmunol. 2002;128(1–2):58–68.

	114.	 Wilker EH, Alexeeff SE, Poon A, Litonjua AA, Sparrow D, Vokonas PS, et al. 
Candidate genes for respiratory disease associated with markers of 
inflammation and endothelial dysfunction in elderly men. Atheroscle-
rosis. 2009;206(2):480–5.

	115.	 Zuliani G, Cavalieri M, Galvani M, Passaro A, Munari MR, Bosi C, 
et al. Markers of endothelial dysfunction in older subjects with 
late onset Alzheimer’s disease or vascular dementia. J Neurol Sci. 
2008;272(1–2):164–70.

	116.	 Rentzos M, Michalopoulou M, Nikolaou C, Cambouri C, Rombos A, 
Dimitrakopoulos A, et al. Serum levels of soluble intercellular adhesion 
molecule-1 and soluble endothelial leukocyte adhesion molecule-1 in 
Alzheimer’s disease. J Geriatr Psychiatry Neurol. 2004;17(4):225–31.

	117.	 Janelidze S, Mattsson N, Stomrud E, Lindberg O, Palmqvist S, Zetterberg 
H, et al. CSF biomarkers of neuroinflammation and cerebrovascular 
dysfunction in early Alzheimer disease. Neurology. 2018;91(9):e867–77.

	118.	 Fu AK, Hung KW, Yuen MY, Zhou X, Mak DS, Chan IC, et al. IL-33 ame-
liorates Alzheimer’s disease-like pathology and cognitive decline. Proc 
Natl Acad Sci USA. 2016;113(19):E2705–13.

	119.	 Saresella M, Marventano I, Piancone F, La Rosa F, Galimberti D, Fenoglio 
C, et al. IL-33 and its decoy sST2 in patients with Alzheimer’s disease 
and mild cognitive impairment. J Neuroinflammation. 2020;17(1):174.

	120.	 Liang CS, Su KP, Tsai CL, Lee JT, Chu CS, Yeh TC, et al. The role of inter-
leukin-33 in patients with mild cognitive impairment and Alzheimer’s 
disease. Alzheimers Res Ther. 2020;12(1):86.

	121.	 Caille I, Allinquant B, Dupont E, Bouillot C, Langer A, Muller U, et al. 
Soluble form of amyloid precursor protein regulates proliferation 
of progenitors in the adult subventricular zone. Development. 
2004;131(9):2173–81.

	122.	 Ray S, Britschgi M, Herbert C, Takeda-Uchimura Y, Boxer A, Blennow 
K, et al. Classification and prediction of clinical Alzheimer’s diagnosis 
based on plasma signaling proteins. Nat Med. 2007;13(11):1359–62.

	123.	 Lim NS, Swanson CR, Cherng HR, Unger TL, Xie SX, Weintraub D, et al. 
Plasma EGF and cognitive decline in Parkinson’s disease and Alzhei-
mer’s disease. Ann Clin Transl Neurol. 2016;3(5):346–55.

	124.	 Hu WT, Holtzman DM, Fagan AM, Shaw LM, Perrin R, Arnold SE, et al. 
Plasma multianalyte profiling in mild cognitive impairment and Alzhei-
mer disease. Neurology. 2012;79(9):897–905.

	125.	 Assarsson E, Lundberg M, Holmquist G, Bjorkesten J, Thorsen SB, Ekman 
D, et al. Homogenous 96-plex PEA immunoassay exhibiting high sensi-
tivity, specificity, and excellent scalability. PLoS ONE. 2014;9(4): e95192.

	126.	 Anderson NL, Anderson NG. The human plasma proteome: his-
tory, character, and diagnostic prospects. Mol Cell Proteomics. 
2002;1(11):845–67.

	127.	 Whelan CD, Mattsson N, Nagle MW, Vijayaraghavan S, Hyde C, 
Janelidze S, et al. Multiplex proteomics identifies novel CSF and plasma 
biomarkers of early Alzheimer’s disease. Acta Neuropathol Commun. 
2019;7(1):169.

	128.	 Jiang Y, Zhou X, Ip FC, Chan P, Chen Y, Lai NCH, et al. Large-scale plasma 
proteomic profiling identifies a high-performance biomarker panel 
for Alzheimer’s disease screening and staging. Alzheimers Dement. 
2021;18:88–102.

	129.	 Yang C, Farias FHG, Ibanez L, Suhy A, Sadler B, Fernandez MV, et al. 
Genomic atlas of the proteome from brain, CSF and plasma prior-
itizes proteins implicated in neurological disorders. Nat Neurosci. 
2021;24(9):1302–12.

	130.	 Zetterberg H, Wilson D, Andreasson U, Minthon L, Blennow K, Randall 
J, et al. Plasma tau levels in Alzheimer’s disease. Alzheimers Res Ther. 
2013;5(2):9.

	131.	 Tzen KY, Yang SY, Chen TF, Cheng TW, Horng HE, Wen HP, et al. Plasma 
Aβ but not tau is related to brain PiB retention in early Alzheimer’s 
disease. ACS Chem Neurosci. 2014;5(9):830–6.

	132.	 Le Bastard N, Aerts L, Sleegers K, Martin JJ, Van Broeckhoven C, De Deyn 
PP, et al. Longitudinal stability of cerebrospinal fluid biomarker levels: 
fulfilled requirement for pharmacodynamic markers in Alzheimer’s 
disease. J Alzheimers Dis. 2013;33(3):807–22.

	133.	 Zhang R, Miller RG, Madison C, Jin X, Honrada R, Harris W, et al. Systemic 
immune system alterations in early stages of Alzheimer’s disease. J Neu-
roimmunol. 2013;256(1–2):38–42.

	134.	 Wahid F, Shehzad A, Khan T, Kim YY. MicroRNAs: synthesis, mecha-
nism, function, and recent clinical trials. Biochim Biophys Acta. 
2010;1803(11):1231–43.

	135.	 Ha M, Kim VN. Regulation of microRNA biogenesis. Nat Rev Mol Cell 
Biol. 2014;15(8):509–24.

	136.	 Creemers EE, Tijsen AJ, Pinto YM. Circulating microRNAs: novel biomark-
ers and extracellular communicators in cardiovascular disease? Circ Res. 
2012;110(3):483–95.

	137.	 Redis RS, Calin S, Yang Y, You MJ, Calin GA. Cell-to-cell miRNA 
transfer: from body homeostasis to therapy. Pharmacol Ther. 
2012;136(2):169–74.

	138.	 Geekiyanage H, Rayatpisheh S, Wohlschlegel JA, Brown R Jr, Ambros 
V. Extracellular microRNAs in human circulation are associated with 
miRISC complexes that are accessible to anti-AGO2 antibody and 
can bind target mimic oligonucleotides. Proc Natl Acad Sci USA. 
2020;117(39):24213–23.

	139.	 Nik MohamedKamal N, Shahidan WNS. Non-exosomal and exosomal 
circulatory microRNAs: which are more valid as biomarkers? Front 
Pharmacol. 2019;10:1500.

	140.	 Dehghani R, Rahmani F, Rezaei N. MicroRNA in Alzheimer’s disease 
revisited: implications for major neuropathological mechanisms. Rev 
Neurosci. 2018;29(2):161–82.

	141.	 Kumar S, Reddy PH. Are circulating microRNAs peripheral biomarkers 
for Alzheimer’s disease? Biochim Biophys Acta. 2016;1862(9):1617–27.

	142.	 Nagaraj S, Zoltowska KM, Laskowska-Kaszub K, Wojda U. microRNA 
diagnostic panel for Alzheimer’s disease and epigenetic trade-
off between neurodegeneration and cancer. Ageing Res Rev. 
2019;49:125–43.

	143.	 Xia X, Wang Y, Huang Y, Zhang H, Lu H, Zheng JC. Exosomal miRNAs in 
central nervous system diseases: biomarkers, pathological mediators, 
protective factors and therapeutic agents. Prog Neurobiol. 2019;183: 
101694.



Page 22 of 24Klyucherev et al. Translational Neurodegeneration           (2022) 11:25 

	144.	 Saeedi S, Israel S, Nagy C, Turecki G. The emerging role of exosomes in 
mental disorders. Transl Psychiatry. 2019;9(1):122.

	145.	 Forero DA, Gonzalez-Giraldo Y, Castro-Vega LJ, Barreto GE. qPCR-
based methods for expression analysis of miRNAs. Biotechniques. 
2019;67(4):192–9.

	146.	 Kappel A, Keller A. miRNA assays in the clinical laboratory: workflow, 
detection technologies and automation aspects. Clin Chem Lab Med. 
2017;55(5):636–47.

	147.	 Giraldez MD, Spengler RM, Etheridge A, Godoy PM, Barczak AJ, 
Srinivasan S, et al. Comprehensive multi-center assessment of small 
RNA-seq methods for quantitative miRNA profiling. Nat Biotechnol. 
2018;36(8):746–57.

	148.	 Kayano M, Higaki S, Satoh JI, Matsumoto K, Matsubara E, Takikawa O, 
et al. Plasma microRNA biomarker detection for mild cognitive impair-
ment using differential correlation analysis. Biomark Res. 2016;4:22.

	149.	 Nagpal N, Kulshreshtha R. miR-191: an emerging player in disease biol-
ogy. Front Genet. 2014;5:99.

	150.	 Tan L, Yu JT, Liu QY, Tan MS, Zhang W, Hu N, et al. Circulating miR-125b 
as a biomarker of Alzheimer’s disease. J Neurol Sci. 2014;336(1–2):52–6.

	151.	 Wang J, Chen C, Zhang Y. An investigation of microRNA-103 and 
microRNA-107 as potential blood-based biomarkers for disease risk and 
progression of Alzheimer’s disease. J Clin Lab Anal. 2020;34(1): e23006.

	152.	 Zeng Q, Zou L, Qian L, Zhou F, Nie H, Yu S, et al. Expression of micro-
RNA222 in serum of patients with Alzheimer’s disease. Mol Med Rep. 
2017;16(4):5575–9.

	153.	 Liu CG, Song J, Zhang YQ, Wang PC. MicroRNA-193b is a regulator of 
amyloid precursor protein in the blood and cerebrospinal fluid derived 
exosomal microRNA-193b is a biomarker of Alzheimer’s disease. Mol 
Med Rep. 2014;10(5):2395–400.

	154.	 Cosín-Tomás M, Antonell A, Lladó A, Alcolea D, Fortea J, Ezquerra 
M, et al. Plasma miR-34a-5p and miR-545-3p as early biomarkers 
of Alzheimer’s disease: potential and limitations. Mol Neurobiol. 
2017;54(7):5550–62.

	155.	 Fehlmann T, Lehallier B, Schaum N, Hahn O, Kahraman M, Li Y, et al. 
Common diseases alter the physiological age-related blood microRNA 
profile. Nat Commun. 2020;11(1):5958.

	156.	 Xie B, Zhou H, Zhang R, Song M, Yu L, Wang L, et al. Serum miR-206 and 
miR-132 as potential circulating biomarkers for mild cognitive impair-
ment. J Alzheimers Dis. 2015;45(3):721–31.

	157.	 Ansari A, Maffioletti E, Milanesi E, Marizzoni M, Frisoni GB, Blin O, 
et al. miR-146a and miR-181a are involved in the progression of 
mild cognitive impairment to Alzheimer’s disease. Neurobiol Aging. 
2019;82:102–9.

	158.	 Ludwig N, Fehlmann T, Kern F, Gogol M, Maetzler W, Deutscher S, et al. 
Machine learning to detect Alzheimer’s disease from circulating non-
coding RNAs. Genomics Proteomics Bioinformatics. 2019;17(4):430–40.

	159.	 Banzhaf-Strathmann J, Benito E, May S, Arzberger T, Tahirovic S, 
Kretzschmar H, et al. MicroRNA-125b induces tau hyperphos-
phorylation and cognitive deficits in Alzheimer’s disease. EMBO J. 
2014;33(15):1667–80.

	160.	 Pogue AI, Cui JG, Li YY, Zhao Y, Culicchia F, Lukiw WJ. Micro RNA-125b 
(miRNA-125b) function in astrogliosis and glial cell proliferation. Neuro-
sci Lett. 2010;476(1):18–22.

	161.	 Lukiw WJ, Alexandrov PN. Regulation of complement factor H (CFH) 
by multiple miRNAs in Alzheimer’s disease (AD) brain. Mol Neurobiol. 
2012;46(1):11–9.

	162.	 Hutchison ER, Kawamoto EM, Taub DD, Lal A, Abdelmohsen K, Zhang 
Y, et al. Evidence for miR-181 involvement in neuroinflammatory 
responses of astrocytes. Glia. 2013;61(7):1018–28.

	163.	 Geekiyanage H, Jicha GA, Nelson PT, Chan C. Blood serum miRNA: 
non-invasive biomarkers for Alzheimer’s disease. Exp Neurol. 
2012;235(2):491–6.

	164.	 Absalon S, Kochanek DM, Raghavan V, Krichevsky AM. MiR-26b, 
upregulated in Alzheimer’s disease, activates cell cycle entry, tau-
phosphorylation, and apoptosis in postmitotic neurons. J Neurosci. 
2013;33(37):14645–59.

	165.	 Dong H, Li J, Huang L, Chen X, Li D, Wang T, et al. Serum microRNA pro-
files serve as novel biomarkers for the diagnosis of Alzheimer’s disease. 
Dis Markers. 2015;2015: 625659.

	166.	 Barros-Viegas AT, Carmona V, Ferreiro E, Guedes J, Cardoso AM, Cunha 
P, et al. miRNA-31 improves cognition and abolishes amyloid-beta 

pathology by targeting APP and BACE1 in an animal model of Alzhei-
mer’s disease. Mol Ther Nucleic Acids. 2020;19:1219–36.

	167.	 Zhang B, Wang LL, Ren RJ, Dammer EB, Zhang YF, Huang Y, et al. 
MicroRNA-146a represses LRP2 translation and leads to cell apoptosis in 
Alzheimer’s disease. FEBS Lett. 2016;590(14):2190–200.

	168.	 Wu Y, Xu J, Cheng J, Jiao D, Zhou C, Dai Y, et al. Lower serum levels of 
miR-29c-3p and miR-19b-3p as biomarkers for Alzheimer’s disease. 
Tohoku J Exp Med. 2017;242(2):129–36.

	169.	 Sorensen SS, Nygaard AB, Christensen T. miRNA expression profiles in 
cerebrospinal fluid and blood of patients with Alzheimer’s disease and 
other types of dementia—an exploratory study. Transl Neurodegener. 
2016;5:6.

	170.	 Sha S, Shen X, Cao Y, Qu L. Mesenchymal stem cells-derived extracel-
lular vesicles ameliorate Alzheimer’s disease in rat models via the 
microRNA-29c-3p/BACE1 axis and the Wnt/beta-catenin pathway. 
Aging (Albany NY). 2021;13(11):15285–306.

	171.	 Zhu M, Huang C, Ma X, Wu R, Zhu W, Li X, et al. Modulation of miR-
19 in aluminum-induced neural cell apoptosis. J Alzheimers Dis. 
2016;50(4):1149–62.

	172.	 Modi PK, Jaiswal S, Sharma P. Regulation of neuronal cell cycle and 
apoptosis by microRNA 34a. Mol Cell Biol. 2016;36(1):84–94.

	173.	 Li P, Xu Y, Wang B, Huang J, Li Q. miR-34a-5p and miR-125b-5p attenu-
ate Abeta-induced neurotoxicity through targeting BACE1. J Neurol Sci. 
2020;413: 116793.

	174.	 Lee ST, Chu K, Jung KH, Kim JH, Huh JY, Yoon H, et al. miR-206 regulates 
brain-derived neurotrophic factor in Alzheimer disease model. Ann 
Neurol. 2012;72(2):269–77.

	175.	 Zhu L, Li J, Dong N, Guan F, Liu Y, Ma D, et al. mRNA changes in nucleus 
accumbens related to methamphetamine addiction in mice. Sci Rep. 
2016;6:36993.

	176.	 Deng Y, Zhang J, Sun X, Ma G, Luo G, Miao Z, et al. miR-132 improves 
the cognitive function of rats with Alzheimer’s disease by inhibiting the 
MAPK1 signal pathway. Exp Ther Med. 2020;20(6):159.

	177.	 Kao YC, Wang IF, Tsai KJ. miRNA-34c overexpression causes dendritic 
loss and memory decline. Int J Mol Sci. 2018;19(8):2323.

	178.	 Martinez B, Peplow PV. MicroRNAs as diagnostic and therapeutic tools 
for Alzheimer’s disease: advances and limitations. Neural Regen Res. 
2019;14(2):242–55.

	179.	 Bhatnagar S, Chertkow H, Schipper HM, Yuan Z, Shetty V, Jenkins S, et al. 
Increased microRNA-34c abundance in Alzheimer’s disease circulating 
blood plasma. Front Mol Neurosci. 2014;7:2.

	180.	 Liu HY, Fu X, Li YF, Li XL, Ma ZY, Zhang Y, et al. miR-15b-5p targeting 
amyloid precursor protein is involved in the anti-amyloid eflect of cur-
cumin in swAPP695-HEK293 cells. Neural Regen Res. 2019;14(9):1603–9.

	181.	 Wu HZY, Thalamuthu A, Cheng L, Fowler C, Masters CL, Sachdev P, et al. 
Differential blood miRNA expression in brain amyloid imaging-defined 
Alzheimer’s disease and controls. Alzheimers Res Ther. 2020;12(1):59.

	182.	 Zeng Q, Zou L, Qian L, Zhou F, Nie H, Yu S, et al. Expression of micro-
RNA-222 in serum of patients with Alzheimer’s disease. Mol Med Rep. 
2017;16(4):5575–9.

	183.	 Wang X, Xu Y, Zhu H, Ma C, Dai X, Qin C. Downregulated micro-
RNA-222 is correlated with increased p27Kip(1) expression in a double 
transgenic mouse model of Alzheimer’s disease. Mol Med Rep. 
2015;12(5):7687–92.

	184.	 Denk J, Boelmans K, Siegismund C, Lassner D, Arlt S, Jahn H. MicroRNA 
profiling of CSF reveals potential biomarkers to detect Alzheimer`s 
disease. PLoS ONE. 2015;10(5): e0126423.

	185.	 Wang WX, Rajeev BW, Stromberg AJ, Ren N, Tang G, Huang Q, et al. 
The expression of microRNA miR-107 decreases early in Alzheimer’s 
disease and may accelerate disease progression through regulation 
of beta-site amyloid precursor protein-cleaving enzyme 1. J Neurosci. 
2008;28(5):1213–23.

	186.	 Chan-Ling T, McLeod DS, Hughes S, Baxter L, Chu Y, Hasegawa T, et al. 
Astrocyte-endothelial cell relationships during human retinal vascular 
development. Invest Ophthalmol Vis Sci. 2004;45(6):2020–32.

	187.	 Hardy P, Varma DR, Chemtob S. Control of cerebral and ocular 
blood flow autoregulation in neonates. Pediatr Clin North Am. 
1997;44(1):137–52.

	188.	 Byerly MS, Blackshaw S. Vertebrate retina and hypothalamus develop-
ment. Wiley Interdiscip Rev Syst Biol Med. 2009;1(3):380–9.



Page 23 of 24Klyucherev et al. Translational Neurodegeneration           (2022) 11:25 	

	189.	 Trost A, Lange S, Schroedl F, Bruckner D, Motloch KA, Bogner B, et al. 
Brain and retinal pericytes: origin. Function and Role Front Cell Neuro-
sci. 2016;10:20.

	190.	 Katz B, Rimmer S. Ophthalmologic manifestations of Alzheimer’s 
disease. Surv Ophthalmol. 1989;34(1):31–43.

	191.	 Morin PJ, Abraham CR, Amaratunga A, Johnson RJ, Huber G, Sandell JH, 
et al. Amyloid precursor protein is synthesized by retinal ganglion cells, 
rapidly transported to the optic nerve plasma membrane and nerve 
terminals, and metabolized. J Neurochem. 1993;61(2):464–73.

	192.	 La Morgia C, Ross-Cisneros FN, Koronyo Y, Hannibal J, Gallassi R, Canta-
lupo G, et al. Melanopsin retinal ganglion cell loss in Alzheimer disease. 
Ann Neurol. 2016;79(1):90–109.

	193.	 Uchida A, Pillai JA, Bermel R, Bonner-Jackson A, Rae-Grant A, Fernandez 
H, et al. Outer retinal assessment using spectral-domain optical coher-
ence tomography in patients with Alzheimer’s and Parkinson’s disease. 
Invest Ophthalmol Vis Sci. 2018;59(7):2768–77.

	194.	 Ferrari L, Huang SC, Magnani G, Ambrosi A, Comi G, Leocani L. Opti-
cal coherence tomography reveals retinal neuroaxonal thinning in 
frontotemporal dementia as in Alzheimer’s disease. J Alzheimers Dis. 
2017;56(3):1101–7.

	195.	 Cunha LP, Lopes LC, Costa-Cunha LV, Costa CF, Pires LA, Almeida AL, 
et al. Macular thickness measurements with frequency domain-OCT for 
quantification of retinal neural loss and its correlation with cognitive 
impairment in Alzheimer’s disease. PLoS ONE. 2016;11(4): e0153830.

	196.	 Choi SH, Park SJ, Kim NR. Macular ganglion cell -inner plexiform layer 
thickness is associated with clinical progression in mild cognitive 
impairment and Alzheimers disease. PLoS ONE. 2016;11(9): e0162202.

	197.	 Garcia-Martin E, Bambo MP, Marques ML, Satue M, Otin S, Larrosa 
JM, et al. Ganglion cell layer measurements correlate with disease 
severity in patients with Alzheimer’s disease. Acta Ophthalmol. 
2016;94(6):e454–9.

	198.	 Larrosa JM, Garcia-Martin E, Bambo MP, Pinilla J, Polo V, Otin S, et al. 
Potential new diagnostic tool for Alzheimer’s disease using a linear dis-
criminant function for Fourier domain optical coherence tomography. 
Invest Ophthalmol Vis Sci. 2014;55(5):3043–51.

	199.	 Ascaso FJ, Cruz N, Modrego PJ, Lopez-Anton R, Santabárbara J, 
Pascual LF, et al. Retinal alterations in mild cognitive impairment and 
Alzheimer’s disease: an optical coherence tomography study. J Neurol. 
2014;261(8):1522–30.

	200.	 Paquet C, Boissonnot M, Roger F, Dighiero P, Gil R, Hugon J. Abnormal 
retinal thickness in patients with mild cognitive impairment and Alzhei-
mer’s disease. Neurosci Lett. 2007;420(2):97–9.

	201.	 Cheung CY, Ong YT, Hilal S, Ikram MK, Low S, Ong YL, et al. Retinal gan-
glion cell analysis using high-definition optical coherence tomography 
in patients with mild cognitive impairment and Alzheimer’s disease. J 
Alzheimers Dis. 2015;45(1):45–56.

	202.	 Berisha F, Feke GT, Trempe CL, McMeel JW, Schepens CL. Retinal 
abnormalities in early Alzheimer’s disease. Invest Ophthalmol Vis Sci. 
2007;48(5):2285–9.

	203.	 Kirbas S, Turkyilmaz K, Anlar O, Tufekci A, Durmus M. Retinal nerve fiber 
layer thickness in patients with Alzheimer disease. J Neuroophthalmol. 
2013;33(1):58–61.

	204.	 Kromer R, Serbecic N, Hausner L, Froelich L, Aboul-Enein F, Beutel-
spacher SC. Detection of retinal nerve fiber layer defects in Alzheimer’s 
disease using SD-OCT. Front Psychiatry. 2014;5:22.

	205.	 van Velthoven ME, Faber DJ, Verbraak FD, van Leeuwen TG, de Smet MD. 
Recent developments in optical coherence tomography for imaging 
the retina. Prog Retin Eye Res. 2007;26(1):57–77.

	206.	 Huang D, Swanson EA, Lin CP, Schuman JS, Stinson WG, Chang W, et al. 
Optical coherence tomography. Science. 1991;254(5035):1178–81.

	207.	 Danesh-Meyer HV, Birch H, Ku JY, Carroll S, Gamble G. Reduction of 
optic nerve fibers in patients with Alzheimer disease identified by laser 
imaging. Neurology. 2006;67(10):1852–4.

	208.	 Hinton DR, Sadun AA, Blanks JC, Miller CA. Optic-nerve degeneration in 
Alzheimer’s disease. N Engl J Med. 1986;315(8):485–7.

	209.	 van de Kreeke JA, Nguyen HT, den Haan J, Konijnenberg E, Tomassen 
J, den Braber A, et al. Retinal layer thickness in preclinical Alzheimer’s 
disease. Acta Ophthalmol. 2019;97(8):798–804.

	210.	 Kesler A, Vakhapova V, Korczyn AD, Naftaliev E, Neudorfer M. Retinal 
thickness in patients with mild cognitive impairment and Alzheimer’s 
disease. Clin Neurol Neurosurg. 2011;113(7):523–6.

	211.	 Csincsik L, MacGillivray TJ, Flynn E, Pellegrini E, Papanastasiou G, 
Barzegar-Befroei N, et al. Peripheral retinal imaging biomarkers for 
Alzheimer’s disease: a pilot study. Ophthalmic Res. 2018;59(4):182–92.

	212.	 Jones BW, Pfeiffer RL, Ferrell WD, Watt CB, Tucker J, Marc RE. Retinal 
remodeling and metabolic alterations in human AMD. Front Cell Neuro-
sci. 2016;10:103.

	213.	 London A, Benhar I, Schwartz M. The retina as a window to the brain-
from eye research to CNS disorders. Nat Rev Neurol. 2013;9(1):44–53.

	214.	 Lee SH, Lee EJ, Kim TW. Structural characteristics of the acquired 
optic disc pit and the rate of progressive retinal nerve fiber layer 
thinning in primary open-angle glaucoma. JAMA Ophthalmol. 
2015;133(10):1151–8.

	215.	 Biscetti L, Luchetti E, Vergaro A, Menduno P, Cagini C, Parnetti L. Asso-
ciations of Alzheimer’s disease with macular degeneration. Front Biosci 
(Elite Ed). 2017;9:174–91.

	216.	 Bulut M, Yaman A, Erol MK, Kurtuluş F, Toslak D, Doğan B, et al. Choroidal 
thickness in patients with mild cognitive impairment and Alzheimer’s 
type dementia. J Ophthalmol. 2016;2016:7291257.

	217.	 Bayhan HA, Aslan Bayhan S, Celikbilek A, Tanık N, Gürdal C. Evaluation 
of the chorioretinal thickness changes in Alzheimer’s disease using 
spectral-domain optical coherence tomography. Clin Exp Ophthalmol. 
2015;43(2):145–51.

	218.	 Gharbiya M, Trebbastoni A, Parisi F, Manganiello S, Cruciani F, D’Antonio 
F, et al. Choroidal thinning as a new finding in Alzheimer’s disease: 
evidence from enhanced depth imaging spectral domain optical 
coherence tomography. J Alzheimers Dis. 2014;40(4):907–17.

	219.	 Golzan SM, Goozee K, Georgevsky D, Avolio A, Chatterjee P, Shen 
K, et al. Retinal vascular and structural changes are associated with 
amyloid burden in the elderly: ophthalmic biomarkers of preclinical 
Alzheimer’s disease. Alzheimers Res Ther. 2017;9(1):13.

	220.	 Williams MA, McGowan AJ, Cardwell CR, Cheung CY, Craig D, Passmore 
P, et al. Retinal microvascular network attenuation in Alzheimer’s dis-
ease. Alzheimers Dement (Amst). 2015;1(2):229–35.

	221.	 Cunha JP, Proença R, Dias-Santos A, Melancia D, Almeida R, Águas H, 
et al. Choroidal thinning: Alzheimer’s disease and aging. Alzheimers 
Dement (Amst). 2017;8:11–7.

	222.	 Sánchez D, Castilla-Marti M, Rodríguez-Gómez O, Valero S, Piferrer A, 
Martínez G, et al. Usefulness of peripapillary nerve fiber layer thickness 
assessed by optical coherence tomography as a biomarker for Alzhei-
mer’s disease. Sci Rep. 2018;8(1):16345.

	223.	 Salobrar-Garcia E, Hoyas I, Leal M, de Hoz R, Rojas B, Ramirez AI, et al. 
Analysis of retinal peripapillary segmentation in early Alzheimer’s 
disease patients. Biomed Res Int. 2015;2015: 636548.

	224.	 Davis BM, Crawley L, Pahlitzsch M, Javaid F, Cordeiro MF. Glaucoma: the 
retina and beyond. Acta Neuropathol. 2016;132(6):807–26.

	225.	 den Haan J, van de Kreeke JA, van Berckel BN, Barkhof F, Teunissen CE, 
Scheltens P, et al. Is retinal vasculature a biomarker in amyloid proven 
Alzheimer’s disease? Alzheimers Dement (Amst). 2019;11:383–91.

	226.	 Asanad S, Fantini M, Sultan W, Nassisi M, Felix CM, Wu J, et al. Retinal 
nerve fiber layer thickness predicts CSF amyloid/tau before cognitive 
decline. PLoS One. 2020;15(5):e0232785.

	227.	 Lee JY, Kim JP, Jang H, Kim J, Kang SH, Kim JS, et al. Optical coherence 
tomography angiography as a potential screening tool for cerebral 
small vessel diseases. Alzheimers Res Ther. 2020;12(1):73.

	228.	 Mattsson N, Blennow K, Zetterberg H. Inter-laboratory variation in 
cerebrospinal fluid biomarkers for Alzheimer’s disease: united we stand, 
divided we fall. Clin Chem Lab Med. 2010;48(5):603–7.

	229.	 Mayeux R. Evaluation and use of diagnostic tests in Alzheimer’s disease. 
Neurobiol Aging. 1998;19(2):139–43.

	230.	 O’Bryant SE, Xiao G, Zhang F, Edwards M, German DC, Yin X, et al. Valida-
tion of a serum screen for Alzheimer’s disease across assay platforms, 
species, and tissues. J Alzheimers Dis. 2014;42(4):1325–35.

	231.	 Jaeger A, Zollinger L, Saely CH, Muendlein A, Evangelakos I, Nasias D, 
et al. Circulating microRNAs -192 and -194 are associated with the pres-
ence and incidence of diabetes mellitus. Sci Rep. 2018;8(1):14274.

	232.	 Barry G. Integrating the roles of long and small non-coding RNA in 
brain function and disease. Mol Psychiatry. 2014;19(4):410–6.

	233.	 Baird AL, Westwood S, Lovestone S. Blood-based proteomic biomarkers 
of Alzheimer’s disease pathology. Front Neurol. 2015;6:236.



Page 24 of 24Klyucherev et al. Translational Neurodegeneration           (2022) 11:25 

•
 
fast, convenient online submission

 •
  

thorough peer review by experienced researchers in your field

• 
 
rapid publication on acceptance

• 
 
support for research data, including large and complex data types

•
  

gold Open Access which fosters wider collaboration and increased citations 

 
maximum visibility for your research: over 100M website views per year •

  At BMC, research is always in progress.

Learn more biomedcentral.com/submissions

Ready to submit your researchReady to submit your research  ?  Choose BMC and benefit from: ?  Choose BMC and benefit from: 

	234.	 Bloudek LM, Spackman DE, Blankenburg M, Sullivan SD. Review and 
meta-analysis of biomarkers and diagnostic imaging in Alzheimer’s 
disease. J Alzheimers Dis. 2011;26(4):627–45.

	235.	 US National Library of Medicine. ClinicalTrials.gov https://​clini​caltr​ials.​
gov/​ct2/​show/​NCT03​533257 [2021].

	236.	 US National Library of Medicine. ClinicalTrials.gov https://​clini​caltr​ials.​
gov/​ct2/​show/​NCT04​228666 [2021].

	237.	 US National Library of Medicine. ClinicalTrials.gov https://​clini​caltr​ials.​
gov/​ct2/​show/​NCT04​570644 [2021].

https://clinicaltrials.gov/ct2/show/NCT03533257
https://clinicaltrials.gov/ct2/show/NCT03533257
https://clinicaltrials.gov/ct2/show/NCT04228666
https://clinicaltrials.gov/ct2/show/NCT04228666
https://clinicaltrials.gov/ct2/show/NCT04570644
https://clinicaltrials.gov/ct2/show/NCT04570644

	Advances in the development of new biomarkers for Alzheimer’s disease
	Abstract 
	Introduction
	General overview of the different types of biomarkers
	Blood-based biomarkers of protein pathology
	Aβ in plasma
	Plasma Tau

	Fluid biomarkers of synaptic degeneration
	Neurogranin
	NFL

	Biomarkers of neuroinflammation
	Other protein biomarkers of AD
	MicroRNA (miRNA) biomarkers of AD
	Ocular biomarkers of AD
	Vascular network of the retina
	Limitations and challenges
	Conclusion
	Acknowledgements
	References


